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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK..... KTNFDDITKKYGA WANEE A . ANQKMS S GSL
NTDB id 269 KZH43 RS08665 WP 001085462.1 MAKK..... PKKLEEISKKFGA INUGANCGRR . AEQK S GSL
NTDB id 228 SPD RS09265 WP 001085462.1 MAKK. .. .. PKKLEEISKKFGA IRUGANCEER . AEQK S GSL
NTDB id 194 SPR RS08825 WP 001085462.1 MAKK..... PKKLEEISKKFGA IRUGANCGER . AEQK S GSL
NTDB id 159 SP RS09750 WP 001085462.1 MAKK..... PKKLEEISKKFGA IRUGANEER . AEQK S GSL
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 MAKK. .. .. IRUGANCER . AEQK S GSL
NTDB id 499 SM12261 RS08315 WP 078228268.1 MAKK..... INUGANCGRR . AEQK S GSL
NTDB id 453 Spy49 1753¢c ACI62003.1 MAKK. .. .. UANCEER . AEQK S GSL
NTDB id 408 SMU RS09530 WP 002262392.1 MAKR. .. .. UANEER . AEQK S GSL
NTDB id 115 BSU 16940 NP 389576.2 s e s e s e e e e ie e K.TDTR ﬁ GSL LD
NTDB id 625 LCA RS02525 WP 011374196.1 . . . i it it et iee K.VDTQ S GSL LD
NTDB id 1313 DR RS12030 WP 010888966.1  ....... MSKDATKEISAPTDAK . SKLD S GSLLD
NTDB id 1334 RAOC RS04870 WP 004918236.1 .......... Id GSL
NTDB id 1245 Cj16730 YP 002345041.1 e e e e e e e e e e ¢ GS
NTDB id 39176 HFELIS RS04505 WP 013469351.1 .. .. . . e, S GSL
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ... ... ... S GSL
NTDB id 1211 C694 RS00795 WP 000963128.1 . . . i i i it S GSL
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTV VKQVEP IEKFGKG IM INGQT . EQLD S GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1 .. . . . i it et ie e i TEKNJF GKGIX IM DGSQQEEN S GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1 . . . . . it i iien. TEKNFGKGIY DGSQQEEN S GSL
NTDB id 1123 0K783 RS03845 WP 003688695.1 .. ... . it IEKFGKGIM DGSQQEEN S GSL
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........ K IM S GSL
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... .. .. . uuueeo. IEKNFGKG IMRLG S GSLNLD
NTDB id 1142 GTF74 RS11550 WP 000344154 .1 . . . . . it IEKNFGKG IMRLG S GSLHNILD
NTDB id 1022 ACIAD RS06390 WP 004925639.1 . . .. . it MRLG S GSLWLD
NTDB id 1074 ABD1 RS10195 WP 000344167 .1 . i ittt et it e MRLG S GSLWLD
NTDB id 1205 PSJM300 05545 AFNT7183.1 e e e e e e e i e i S GSL LD
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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AAQKINGGINAAF IDAEHALDPIYY ALNAL.GVN SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWAL GVN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ARWALGVN SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT A[QKINGGINAAF IDAEHALDPEYY ALWAL.GVN SQPD 153
NTDB id 453 Spy49 1753¢c ACI62003.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWAL GVN QPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPYY ARWALGVN SQPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRYY A[NJL.GVN SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT JE VJqQ[eIe T AN IDAEA DPISY AJWNLGVN SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT AQKGGAFIDAEHALDPYALGVNDELL SQPDIIGEQALE T)ul 152
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDIYGEQALETIFN 148
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AQKGGAFIDAEHALDYALGVND L SQPDRAGEQALEIW 139
NTDB id 39176 HFELIS RS04505 WP 013469351.1 I EIYGPESSGKTT ANFNQKIRGGVAMAF IDAEHALD\ARY ASSL.GV DNLL SQPD GE ALEI|N 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDERIY ANSYL.GV ¥ NILL. SQPD GEQALETI|R 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGUAGAF IDAEHALDNAIY ARGV ¥ NLL. SQPD GEQALETI|N 141
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT ANFAQKEWSNSAF IDAEHALDPY ARLGVNDELL SQPDGEQALEI 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MAF DAEHAIIDPWIY ARBYL G V)Y ELM GEQALEI[Y 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIIDPWIY ARSYL G V)Y ELM GEQALEI|® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT MGAF DAEHAIIDPWIY ARBYL G V)Y ELM GEQALETI[S 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INWAFTDAEHALDUARY ADIML G V)Y ﬁ LL GEQALEIIN 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEINIIC NN DELL GEQALEI|¥ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL GEQALEI[Y 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARASLGV DIJLL SQPDEIGEQALET)Y 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFIDAEHALDP[NY ARASLGV DLL SQPDNGEQALET)N 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEIVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR . 231
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 227
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 39176 HFELIS RS04505 WP 013469351.1 GDMGDMHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219

NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0OK783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1

GDMGDSHVGLQAR . 219
GDMGDSHVGLQAR . 219
G MGD [WJGLQAR . 227

NTDB id 1165 A1552VC RS01565 WP 000344154.1 G MGDSH GLQAR . 218

NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 218

NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 218

NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 218

NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEG. KVVKNKVAPPF IM GEGISEMGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGT. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGT. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMIGNTQIKGT. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGT. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGT. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGT. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGT. IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMIGNTQIKGT. KVVKNKVAPPF IFHYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 R R KVVKNKVAPPF IN IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 R KVVKNKVAPPF | IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R KPVKNKVARPF “Efpa®) |y GISGIEpIN] ' L (¢ 307
NTDB id 1334 RAOC RS04870 WP 004918236.1 R KVVKNKVAPPF [EJAJ#y IMYGEG S D 307
NTDB id 1245 Cj1673c YP 002345041.1 VAT . . ... KVVKNKVAPPF M GEG S 294
NTDB id 39176 HFELIS RS04505 WP 013469351.1 IRTIAT. . ... KVVKNKVAPPF BYGEGIS 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IRTAA. . ... INKVVKNKVAPPF IM GEGIS 296
NTDB id 1211 C694 RS00795 WP 000963128.1 IRTIAS. .. .. BKVVKNKVAPPF IM GEGIS 296
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IRCGV. . ... KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IRTGS. . ... KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. . ... KV KNKVAPPF D 294
NTDB id 1123 0OK783 RS03845 WP 003688695.1 RTGS. . ... KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IRIGS. . ... KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRTGA. . ... KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IRTGA. . ... KVVKNK ARPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IRIGQ. . ... KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIGQ. . ... KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 IRTGA. . ... KVVKNKVAPPF D 293
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NTDB id 600 KW2 RS01765 WP 011675413.1 LDDSEVAETEEETT. ASKTKAKAKKEEKAVETEEIELELED. . . . 387

NTDB id 269 KZH43 RS08665 WP 001085462.1 IDGEEVSEQDTENK.KBE. .. .PKKEEA. .VNEEVPLDLGDELEI 384
NTDB id 228 SPD RS09265 WP 001085462.1 IDGEEVSEQDTENK.KBE. .. .PKKEEA. .VNEEVPLDLGDELETI 384
NTDB id 194 SPR RS08825 WP 001085462.1 IDGEEVSEQDTENK.KBE. .. .PKKEEA. .VNEEVPLDLGDELEI 384
NTDB id 159 SP RS09750 WP 001085462.1 IDGEEVSEQDTENK.KBE. .. .PKKEEA. .VNEEVPLDLGDELETI 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IDGEEAAE....SK.KBE....VAQVDS..VNEEVTLDLGDELETI 380
NTDB id 499 SM12261 RS08315 WP 078228268.1 IDGEETAE....SK.KBE....AAQVDS..VNEEVTLDLGDELEI 380
NTDB id 453 Spy49 1753c ACI62003.1 LEESEEESAMAVAS.E....... E....... TDDLALDLDNGIETI 376
NTDB id 408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKE.K....... ETDEK. .ADKNLVLELDDTIEL 381
NTDB id 115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQ.EBL.EFE.E. ... ... ..t 348
NTDB id 625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE. .QI.NILPDDST..... EE........... 355
NTDB id 1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAEA . . ... it 363
NTDB id 1334 RAOC RS04870 WP 004918236.1 =  DTiGEERERBT VISE LEKEINIRANABMEAKINHEKLQAK . . . . . e e e 343
NTDB id 1245 Cj1673c YP 002345041.1 .SGSEDDE. .GHE. ... ... ... 343
NTDB id 39176 HFELIS RS04505 WP 013469351.1 PSS . e 337
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..MPLPDEP. .LEBEME. ... ... ... ... ... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 .MPLPDEP. .LEEME. .. ... ... ... . ... 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . .VLKATASDSNBESDVEE. ... .. FSEEEL.......... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 .TEGTQDETDGER............ PEE............ 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 .. TEGTQDETDGER. ........... PEE............ 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 .TEGTQDETDGER. ........... PEE............ 348
NTDB id 1427 RS RS02760 WP 011000510.1 LAVTLA.EEVEED. . .. ..o 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMEMLLNPENM. .QLTIAETSSAABDVEFGA. ... .. VPEEF........... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IMEMLLNPENM. .QLTAETSSAABDVEFGA. ... .. VPEEF........... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IMEQLLTKASD. .QTAA.HDETEBEPDLL........ ES..... .. ... ... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IMEQLLTTGTN. .GAVQ.I.EDESEPDLL........ LES............ 349
NTDB id 1205 PSJM300 05545 AFN77183.1 JAKLLEITSAN. . TKATPVAEDLADADTI . . . .ottt et e e ee e e e 347
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