
logo MKI FL ICEDDPKQRENRMVSTI I EKNYIMI EEKPMEKIAELATDNDNPYAE I
VLEQTASKNMNTDIGCYFLDIQLESSTDINGIKLGSE IRKHDP

NTDB id 391706 GAN19 RS01020 WP 100006618.1 MKILICEDDPKQRERMVSIIENYIMIEEKPMKIELATNDPYAILETSKNMTDIGCYFLDIQLESDINGIKLGSEIRKHDP 80
NTDB id 7 SA RS10585 WP 000688492.1 MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDIQLSTDINGIKLGSEIRKHDP 80
consensus !!! !!!!!!!!!! !!*!! !!!!!!!!!! ! !!! !! *!! !!! !!!!!!!!!!! *!!!!!!!!!!!!!!!!

logo VGNI I FVTSHSELTYLTFVYKVAAMDF I FKDDPAEELRTR I IDCLETAHLKTRLDQLLSTKDHNSTVETI
LELKRGSTNSSVYVNQYDDE I

VM
NTDB id 391706 GAN19 RS01020 WP 100006618.1 VGNIIFVTSHSELTYLTFVYKVAAMDFIFKDDPEELRTRIIDCLETALKRLDLLTKDHTVETLELKRGTSSVYVNYDEVM 160
NTDB id 7 SA RS10585 WP 000688492.1 VGNIIFVTSHSELTYLTFVYKVAAMDFIFKDDPAELRTRIIDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYDDIM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!* !! !!*!!**!!!*!!!!!* !!!!*!!**!

logo FFESSPTKSHRL IAHLDNRQI EFYGNLKELASQLDDRFFRCHNSFYVLVNRHRNI ETS IVDSTKER IAVYFKNEKEFHCYAVSVRNLVKKI
NTDB id 391706 GAN19 RS01020 WP 100006618.1 FFESSPKSHRLIAHLDNRQIEFYGNLKELAQLDDRFFRCHNSYVLNRRNITSVDTKERIAYFKNEEFCYVSVRNLKKI 238
NTDB id 7 SA RS10585 WP 000688492.1 FFESSTKSHRLIAHLDNRQIEFYGNLKELSQLDDRFFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRNVKKI 238
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!*!!*!! !*!*!!!! !!!! !*!! !!!!*!!!
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