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NTDB id 39170 HFELIS RS02660 WP 013468994.1 MRDDFLREQLLKELLERLEARQAQFEEEIKTKIDGFNFKHMDLNSVFRLERKHTAIAYKLVALLSVISLSLAIAIVVLLP 80
NTDB id 1216 CAA10655.1 697..1440( ) MREKPFN....SEQLIYLEELLSHQEKHLENKLSGFSVSDLDMQSVFRLERNRLKIAYKLLGLMSFIALILAIVLISLLP 76
consensus !!* * **** ! ! !! * ! ** !* !! **!**!!!!!!! * !!!!!**!*! ! ! !!! ** !!!
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NTDB id 39170 HFELIS RS02660 WP 013468994.1 LKETQHHFIDFANQDKHYAIIQRADGSISSNEALVRSLIGHYILNRESINGIDDQERYEIVRLQSSSKVWRLFEELVASK 160
NTDB id 1216 CAA10655.1 697..1440( ) LQKTEHHFVDFLNQDKHYAIIQRADKSISSNEALARSLIGAYVLNRESINRIDDKSRYELVRLQSSSKVWQRFEDLIKTQ 156
consensus ! ! !!!*!! !!!!!!!!!!!!! !!!!!!!! !!!!!*!*!!!!!!! !!! !!!*!!!!!!!!!! !!*!* *
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NTDB id 39170 HFELIS RS02660 WP 013468994.1 NSVYTDSKIQRDIQIIHIAILEGVQGSKISHVQIKAKLFHEGKPVYEKRYNITLSYAFVSPPKSDNTPLPKNPTGFQVTQ 240
NTDB id 1216 CAA10655.1 697..1440( ) NSIYVQSHLEREVHIVNIAIYQQD.NNPIASVSIAAKLLNENKLVYEKRYKIVLSYLFDTP.DFDYASMPKNPTGFKITR 234
consensus !!*! !** !***!**!!! * *! *! ! !!! *! !*!!!!!! ! !!! ! *!* ! **!!!!!!! *!
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NTDB id 39170 HFELIS RS02660 WP 013468994.1 YSVTQMQDFK.... 250
NTDB id 1216 CAA10655.1 697..1440( ) YSITEIAPTNRGD* 247
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