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NTDB id 39169 HFELIS RS02655 WP 013468993.1 QLDGVILRIYTKRRRVLLEQNPCVQNAHAQAIIQSFESKAIYETRYYLIFETITKPIQGFFATKKLQLTTAEDQPYAHK. 159
NTDB id 1219 C694 RS00105 WP 000890508.1 SLEKVVARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLEST.HSLHGVLEHKKKSLMHANRENFKDIL 159
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NTDB id 39169 HFELIS RS02655 WP 013468993.1 ...LSLLNQAIAQIRHTLASFKPTLLSGREVLEFYASYINGVSLPLKPS.QGFLEDSYIATNVHFHQNYFVQERHNTRIY 235
NTDB id 1219 C694 RS00105 WP 000890508.1 SYKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTY 239
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NTDB id 39169 HFELIS RS02655 WP 013468993.1 NCIIGIKAYGSQTITSIALSTLLHHQKELDIIFSIKPLSTQEALAFLQEKIRLTFTKLVRAELENYYELIKAKRLCLQQC 315
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NTDB id 39169 HFELIS RS02655 WP 013468993.1 YGLFSCTQYLGGNYNSGAHFKINPLSLEYSQENHDFLHSFYQAMLNLTPQD....IAENNAIHKALHSLYSTLPPKTFSL 551
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NTDB id 39169 HFELIS RS02655 WP 013468993.1 QDFKETLIHNS..KLALALESYCNHPLFSALEDSLELNNPLTTINMDAITLNPKDLGLLAYYIFYKLFHLSLHANRGFLL 629
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NTDB id 39169 HFELIS RS02655 WP 013468993.1 FVDEFRSYAQNPSLNAHINTLITQARKANGVVVLALQDIHQLAQMQDAKSFLKNMGTLIIYPQKHAQDLSSELGVALSQM 709
NTDB id 1219 C694 RS00105 WP 000890508.1 FLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSET 717
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NTDB id 39169 HFELIS RS02655 WP 013468993.1 ERHFLETTPLHARQVLIKNMNDGSSNIVDVNLEALGPYLQIFNSNATHARYLEELMRAHPQTWRTHLLKQT 780
NTDB id 1219 C694 RS00105 WP 000890508.1 EISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSHVSKVKALQKDYPTEWREKLLRS. 787
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