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NTDB id 39168 HFELIS RS01025 WP 013468679.1 MRCVLCESWTRPFNLVCARCDPLLEPQILVREVEGIAIYGFYLYEEIEMLLKSKYYDIGSRILILLARKAGHTFEQEIKP 80
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLK..LSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQ. 77
consensus !!!* ! ** *! **!* ! * !** * !! *!!* *! !! ! !!! !*!!!! !!!!!!*!! !!!* ! * *
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NTDB id 39168 HFELIS RS01025 WP 013468679.1 SLQLPSKLQGIAIDDMPKRAYAHSAVILKGFCQASKLSALYNQLRATKNITYAGKSRDFRQNHPKGFTFKGVR.GDYFLV 159
NTDB id 1221 C694 RS07590 WP 001203580.1 EQGLNIPLYGIAIDDKIKSFYSHSAALLKGFCQGN.LKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLL 156
consensus !* *! !!!!!! *! ! !!! *!!!!!!* *! * ! !!! **!!!!! *!! !*!* !!!!! * !!!!*
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NTDB id 39168 HFELIS RS01025 WP 013468679.1 DDIFTTGTTMQQAIVTLEKAEARVHFGVVLAHAKH 194
NTDB id 1221 C694 RS07590 WP 001203580.1 DDIITTGTTLKEALKYLKTLNIKVHFAIALCSADE 191
consensus !!! !!!!!* !* ! *!!!** !**! *
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