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NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSE.NIATLTEIRRHFHTLKGSGRMIGAKSS 79
consensus !!!!!!*! ! !!!!!!! *!!!! !!!!*!!!!!!!!*! !! !! *** !! !!!!!!!!!!!!!!*!!!!

logo

A
GELTAWATVEDTLNRVINSGQASLVPQLTAPTI

VQKSFYAVKQLTVFKFLYFQFLKLVYDPNTFKQVKMQRAKHIDTLDFLRPL IVL ILGQQLQQNQQSLEPALEELLQL
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 VIELVAEAIVSGNTLQPSLDLAQISQQIASDHQYKQSNTANTDFDDDLLDIFLEEAEELLMGMDQDLNTWSKNGNDTAAL 546
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NIEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAAL 556
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 NNLMRYLHTLKGGANMISAPFIGSIAHELESIYERVIRQQIATTPQLISIIRLVQDDVADRIQVIRTDKVDYPATATINV 626
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINA 636
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 LHNIQSLVEGTTVTTTVSEPLVEAFVAAVEEPLS..NIDRTIEAEAAAVESATAIEEPS.VVDNTDVTVVEQLDTPSL.. 701
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LKRAGQNS......NFQPLPVVEAFDAESEVFSEQKVISEII.IDEIPVELEPALAELETHHDQVFDTAVTELATPVEMI 709
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 TTVTSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAY 789
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFI 869
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 GELESQIIAKHGSENSRYADFDPLEMDQYSSLNQLSKSLAESASDLVDFKSTLAEKIRDAEGLLLQQSRIQAEIQESLMR 1019
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMR 1029
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 TRLVPFSRMLPRLQRIVRQTASTLNRPTELVVHNTEGELDRTILERLVTPFEHMLRNAIDHGIEDTEQRSAAKKSATGQI 1099
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRI 1109
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 KALGGHVTVESEIGLGTTFIIRVPTTVAVSDALMVKAGDQQYAIPLAQIDRIVRIAPTALDHYFHSKDDQFKIDGVSYKL 1259
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPL 1269
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 RYLSEFLSNQPIPRLSNIGHSLPVLLIKGNSGQTIALLVDQLIGSRAQIVVKPVGQQFASIGAIAGATILGDGHVCLILD 1339
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RYLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILD 1349
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 GQNIARQILSTKRVTHAADHRDFGRHQDTRRLVMIVDDSVTVRKVTSRLLERQGFDIVTAKDGVDAMEQLESVKPDLMLL 1419
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GQNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLL 1429
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NTDB id 391533 GBN67 RS10790 WP 234962863.1 DIEMPRMDGFEVTNLVRHHEIHQNLPIIMITSRTGEKHRERAFSLGVTHYMGKPFQEAELLANIQQLLAEKQG.... 1492
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DIEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
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