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NTDB id 391373 LKK75 RS10160 WP 013854784.1 MAIPTRDEVPAELKWDLTRIFKTDQDWEQAYDDTKQEVAELDQLKGSLAKSGQDLYEGLTKILAVRRKVENIYVYATMSS 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * * ! *** !!!! !! !! !!! !* ! !** !*! !* ! * * * !**! !!!!!*!

logo DQVDTATNVGSHLYLQEGYQVASKRAVQSNSLAYNSQFLESAEAVFTASFYFI ESPEFI LMAS ILDPDEDKKFLAKEQFKLEQAQEPGRLGKLNYADHYFLERTI
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NTDB id 391373 LKK75 RS10160 WP 013854784.1 DVDTANSHYLGYVSRVQSLANQFEAVTSFISPEILSIPEDKFKQFLQAEPRLKNYAHYLETITNKRPHTLPAEEEKIIAD 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus ! !! *! ! * ! ! * !! * *** ! ! !! ! ! !! ! * **! !* ! ! **!
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VRKGAFYDEATLMYGTTYEGQFQHNSTLYAQSTLQSGVVKKV
NTDB id 391373 LKK75 RS10160 WP 013854784.1 AGDALSTSENTFNVLTNSDMEYGYVQDDDGNMEQLSDGLYSLLIQSQNRDVRKGAFDTLYTTYGQFQNSLASTLSGVVKK 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!! * !!!!! ! !* ***! ! ! * !**! * !* ! !!*!!!!** *! !! !!!** ! !! !!!!

logo HNYNQAKRVHRHKYNSAREHAALAAENFGI
VPETKSVYDSTL ILEQESVDNKSHLDPLLHRYLVADLRKKI

VLGLDKDELKQMW
YDMVYTVPLSTEGKTEPSTLASLYNTFYEKEAS

NTDB id 391373 LKK75 RS10160 WP 013854784.1 HNYNARVHKYNSAREAALAENGVPTKVYDTLIQEVDSHLDLLHRYVALRKKILGLKDLQMWDMYVPLTGKPSLSYNFKEA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEES 318
consensus !!!*!*!**!!!!!*!!!! ! *! !!!*!* ! !!*!!!!!* !!!!*!!! *! !*!*! !!* *** * !
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LDNSLFYTLVHETGHSLVHSTWFYTR
NTDB id 391373 LKK75 RS10160 WP 013854784.1 KEVAKKALAPLGEDYLKHVDYIFNNRVIDSVENKNKVTGAYSGGAYDTDPYELLNWEDNIDSLYTLVHETGHSVHSWYTR 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
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PLTA
NTDB id 391373 LKK75 RS10160 WP 013854784.1 HTQPYIYGEYPIFVAEIASTTNENILTEYFLGHITDPKTRAFILNYYLDSFKGTLFRQTQFAVFEQFLHEADAKGEPLTA 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
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logo DFTLMDNEKLVYAGDQI
LNEQHKYYGNDLAKAVEDPGNGYDE IAQFLEWESR IPHFYMYNFYYVYQYATGFAAASTAYLAENKI

VVHGTETAEDEKRDEAYLGTFYLKAGSSDY
NTDB id 391373 LKK75 RS10160 WP 013854784.1 DTLDEVYGQINQHYYGDAVEPGGDIALEWSRIPHFYYNFYVYQYATGFAAATALANKVVHGTTAERDAYLGFLKAGSSDY 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! * *!* *! *!! !* *! !! !!!!!! !*!!!!!!!!!!!!* !! !*!!!! ***!!! *!!!!!!!!



logo PLTE I
V
I
MKHKAGVDMTKNPTDYLDEADAFKTVFEDKRLDVEFLEASL IVEKGVHLS

NTDB id 391373 LKK75 RS10160 WP 013854784.1 PTEIMKHAGVDMTKPDYLEDAFKTFEKRLDEFESLIEK..... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !**!*!!!!!! *!!!* !!! !! !! ! ! !*!!*****
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