
logo MKKLGFTLVLTVLFLASAVIGI LFVACAGSGQKGKDTSTTKSGNQSKLKNVVATNS I IADITKNIAGDKIDNLHS IVP I
VGKQDPHEYEPLPEDVKKTSEKADL I

NTDB id 39127 SII RS08105 WP 020999161.1 MKKLGFVTVLFLAVIGLFACAGQKGTSTKNSKLNVVATNSIIADITKNIAGDKINLHSIVPVGKDPHEYEPLPEDVKKTSKADLI 85
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADLI 85
consensus !!!!! * !!!! ! ! !!! ! *! !! !!!!!!!!!!!!!!!!!!!! !!!!!!*! !!!!!!!!!!!!!!!! !!!!

logo FYNGINLETGGNAWFTKLVEKNAKKTENKDYFYAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGI I FYAKNIAKQRL ISAEKDPKNNKEFTYE
NTDB id 39127 SII RS08105 WP 020999161.1 FYNGINLETGGNAWFTKLVKNAKKTENKDYYAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIYAKNIAKRLIEKDPKNKETYE 170
NTDB id 439 SPR RS07420 WP 000733056.1 FYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFYE 170
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! ! !!! !!! !!

logo KNLKAEYTADKLDEKSLDKEASKADKFKNKNIPATEKKLMIVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKTLVEKLRKQTKVPSLFVES
NTDB id 39127 SII RS08105 WP 020999161.1 KNLKAYTAKLESLDKEAKAKFKNIPTEKKMIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQIKTLVEKLRKTKVPSLFVES 255
NTDB id 439 SPR RS07420 WP 000733056.1 KNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVES 255
consensus !!!! !! !!* !!!! ! !! !! !!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!

logo SVDDERPMKTVSKQDTKNIP IYAKQI FTDS IAEKQGKEKGDSYYDSMMKW
YNLDKIAEGLASK

NTDB id 39127 SII RS08105 WP 020999161.1 SVDERPMKTVSKDTKIPIYAKIFTDSIAEKGKKGDSYYDMMKWNLDKIAEGLSK 309
NTDB id 439 SPR RS07420 WP 000733056.1 SVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!*!!!!!!! !! !!!!! !!!!!!!! !! !!!!! !!!*!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


