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IVVVFHEFGHFYFMFAKRASGI LVREFSAIGMGPKLI FATHTRGKNDGTTVYTIRW

I LPLGGYVRMAGMWAGDEDETSTE I EKPT
NTDB id 391197 LG542 RS03610 WP 057908442.1 MAAIIAFIIIFGILVVVHEFGHFYMAKRAGILVREFSIGMGPKLFAT.RKNGTTYTIRWLPLGGYVRMAGMADDESEIEP 79
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !*!!!*!**!!***!!*!!!!!!**!!!*!!!!!!!*!!!!!!*!!***!*!!*!!!!*!!!!!!!!!!!***!**!!**
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NTDB id 391197 LG542 RS03610 WP 057908442.1 GTQATLLLDEQGIVQKINTSSKVTTLNGVPFQIAKTDLQKALWLEGYESGDESELKRYSVDHDATIIEADGTEVQIAPVD 159
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!*!*!***!*!**!!*!*********!******!!***!***!***! !*!*!*!!!!!!!*!*!!!!**!!!*!
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NTDB id 391197 LG542 RS03610 WP 057908442.1 VQFQSASLINRMLTNFAGPFNNFILAIVAFALFAFLNGGVPQNKAIIGTVMPNSAAQKAGLKPNDHIVKVAGQKVTTFTD 239
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!*!!***!**!!!!!!*!!!!!****!***!!**!!!*********!****!!!**!!!**!*!!*****!!!****
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NTDB id 391197 LG542 RS03610 WP 057908442.1 FSQIITKYPNH.....AVSLQISRAT.KMKTLQVTPKAVKTDGQKQKVGQLGVTAALNQHVGAKLQYGFTQAWTNASQIF 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP......QESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP......QKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAIL 311
consensus ******************!****!******!**!*! * *!****!!!***!******!***!!**!!**!**!*
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NTDB id 391197 LG542 RS03610 WP 057908442.1 KILGSFLTGGFSLNKLAGPVGMYSMTTQFASQGFTMLVYFLAFLSINLGIMNLIPIPALDGGKLVINVIEALRGKPISPE 393
NTDB id 291 STER RS01205 WP 011680685.1 ATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
NTDB id 323 STU RS10650 WP 011225396.1 ATLKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
consensus **!**** **!!!!!!*!!!*!**!**!****!**********!!!!!!!*!!!!!!!!!!!!*!*!*!!!*!*!!***!
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VMVVLMVI LAVTWNDIQMRFAFF
NTDB id 391197 LG542 RS03610 WP 057908442.1 KEGIVTLVGVGIMVVLMVLVTWNDIQRFFF 423
NTDB id 291 STER RS01205 WP 011680685.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!***!!*!!**!!!!!**!!!!!!*!*!!
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