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NTDB id 32 MW RS07995 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 16 SA RS07765 WP 000472256.1 MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFI 80
NTDB id 391196 LG542 RS03440 WP 057908792.1 ...MKKKRNAFTLIEMVVVLAVISLLVLLIAPNLMSQRSSAENKTDTALIATIQTQVELA.EEDNQPAASLKDLAAGHYL 76
NTDB id 619 LCA RS06470 WP 011374999.1 ...MKKKRKAFTLIEMVVVLAIIALLILLVAPNLGAQKQRAEKKTDQALVTTLQTQVELA.SDEIGHQIKSLDELTDKYI 76
consensus *** !! *!!!!!!!**!! *!*!!**!* !!***!*** * **! ** ***!*! ************!*******
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NTDB id 32 MW RS07995 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN.. 103
NTDB id 16 SA RS07765 WP 000472256.1 KEAQKTCKSGETITISNGEAVAN.. 103
NTDB id 391196 LG542 RS03440 WP 057908792.1 SERQVEHAEKRGITIKGHEVVKNSK 101
NTDB id 619 LCA RS06470 WP 011374999.1 SKDQLKHAKEKGITIEGGTVKQK.. 99
consensus **!** *** !!!* ** ***

X non conserved

X similar

X ≥ 50% conserved


