
logo

MM
YKLPRLQQTAVQFNYATADFLML

QLLGQRLLEQNGFSLQQAFIAGFLMP I
VVFPEKKQRTQTWFLKNQVNQQTASLEAKGDQRSLAPVSLAHTAVADFPATDHLYVAGQI ELTE

NTDB id 391195 LG542 RS03435 WP 057908791.1 .MKPRLTVQFNTAFMLLLGQLLQNGFSLQQAIGFMPVVFPEKTTWFKQVQTSLEAGQRLAPSLATVAFPAHLVAQIELTE 79
NTDB id 618 LCA RS06475 WP 011375000.1 MYKLRQQAQFYADFLQLLGRLLENGFSLQQAFAFLPIVFPKQRQWLNQVNQALEKGDSLAVSLAHADFPTDYVGQIELTE 80
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NTDB id 391195 LG542 RS03435 WP 057908791.1 LQGNLGACLLHLGQLQQIQQKRRKELMGVIAYPCFLLLFLGALIGIMQVYLFPEISQFNPTTTGPS..LLQ.IFFRLIGL 156
NTDB id 618 LCA RS06475 WP 011375000.1 LQGNLGQCLWHLGRIQSIRQKRRREIRGVLAYPLFLLAFLGGLIGLLRHYLLPEIAQITPESNQTGSPLSRIILWGFLLV 160
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NTDB id 391195 LG542 RS03435 WP 057908791.1 LILIISGSLGCYLIYWHRQPRLKRLTTAFKWPFIGKSLQAYYQYCLLFDLATCLTNGLNLAAINQLAQQLNKTSWLVELM 236
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NTDB id 391195 LG542 RS03435 WP 057908791.1 SQLEATLNQGGTLLNALMTQAFYPAELRLVIAKGSSLQQMAKEVTFLAALKYDQLQQQLKQKVNWLQPLLFILIGIIIIC 316
NTDB id 618 LCA RS06475 WP 011375000.1 AQLEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIIC 318
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NTDB id 391195 LG542 RS03435 WP 057908791.1 TYLSILLPLYHTMEGIS 333
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