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NTDB id 391190 LG542 RS01000 WP 057908167.1 MLLYLTIFYAGACCASFLSVCAWRLPQGRSIVAPRSQCDNCHQQLAWFDLLPLISYLILQGKCRTCGKWINFYFWGSEFS 80
NTDB id 623 LCA RS08810 WP 011375453.1 MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQSLAWHDLLPLFSYLYLRGHCRTCHAQIKPTFLFSELI 80
consensus !!!!! !!! !!!!!!!!*!!!!!!! *!!* !!!*!!*!*! !!!*!!!!! !!! ! !*!!!!* ! * ! !!
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NTDB id 391190 LG542 RS01000 WP 057908167.1 GGLLACFCWSHSWSLATIYLLVLLFEMSLVDLFHRILYPIPMLIAMAPLFYHYWSQNYWLSACLTGIIFCAFANWSAGFG 160
NTDB id 623 LCA RS08810 WP 011375453.1 GGLLACFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWASGFG 160
consensus !!!!!!!**!*! ! !!!!*!! *!!!!!!* !!!!!!* * !!!!*!!*!!*!! !** ** * ! !!!
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NTDB id 391190 LG542 RS01000 WP 057908167.1 LGDAELISILTLWLGFEAILQVLLVACLSCLLLYGIRRTLSKP..CNYQIPFIPYILAGVVMLLGHGICP 228
NTDB id 623 LCA RS08810 WP 011375453.1 FGDVELLTILTLWVGLESVLRILLAACLICILFQGIKKIWPSPKQATRQIPFIPYISMGVVIILLQTPQ. 229
consensus !! !!**!!!!!*! ! *! *!! !!! !*! !!** * !*** !!!!!!!! !!!**! * ***

X non conserved
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X ≥ 50% conserved


