
logo MNS IVDTVL ILVLVFAGLFLGLLVGSFSNVL IWRLPRGENIAFPPSHCPHKCDHAPLKSPRTDLVPLVFSWLASLGGKRCRYCRAP IKNPSRYPV
NTDB id 391149 DAAJ005 RS13475 WP 151847563.1 MSIDVLLVVFAGLFGLLVGSFSNVLIWRLPRGENIAFPPSHCPHCDHALSPRDLVPLFSWLSLGGKCRYCRAPIKSRYPV 80
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPV 80
consensus ! *! !*!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*! ! !!!!*!!!! !!!*!!!!!!!! *!!!!

logo VEALLTGLVAGYAVIAALLTFP I
L
A
S
L
TYEGAGSTLGLMVLFTI

LLLVGSAIDLDTMYTI
LPDELTLPGTVALLGLVLFGFLAFGNAGGLYAQRENAGQVELGLP

NTDB id 391149 DAAJ005 RS13475 WP 151847563.1 VEALTGLGYAVIALLFPIALYGAGSLGLMVLFTLLLVGSAIDLDTYTIPDELTLPGVALGLLFGFFNG....RNAVEGLP 156
NTDB id 1305 DR RS10600 WP 010888696.1 VELLTGVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLP 160
consensus !! !!!**!!!!! !!* ! !!*!!!!!!!!*!!!!!!!!!!! !*!!!!!!!! !!*!!! ***** * !!!

logo

D
N
L
VAGQAVENGALLMGAGLVI

LVAL INSQVFYGSWVLRRFRERQW
YPEAFP IGFYQQI SLGLLAGAWLGPWWGALGVAGLLSAAVNAVAVASKRKRAVVR I

NTDB id 391149 DAAJ005 RS13475 WP 151847563.1 DLAGAVNGALLGAGLLVAINQFGSWVLRRFRERQYPEFPIGFQQISLGLLAGAWLGPWWGAGVGLLSAAVNAVSRRVVRI 236
NTDB id 1305 DR RS10600 WP 010888696.1 NVAQAVEGALMGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRI 240
consensus *! !! !!!*!!!**! ! *!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!! !!*!!!!!!! ** !!!

logo PELLTLGGFLLLVSLVAVLVGSSAGI
TGPGL ILDLML

V
Q
RGGSLAMAAGAGVSLVACGVYWWI

V
R
Y
H
WRPRGNAKAQADEADEDNDGGTADDDEQSYDAPSVAMGFGDVKLA

NTDB id 391149 DAAJ005 RS13475 WP 151847563.1 PELLTLGGLLLSVVVGSAGIGPGLILMVQGSLAAAGGVSLVAGVYWWVRHRPGAADEAENDGADDQYDASAMGFGDVKLA 316
NTDB id 1305 DR RS10600 WP 010888696.1 PELLTLGGFLVSLALSSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAED.DGTDDEQSDPVAMGFGDVKLA 319
consensus !!!!!!!! !*!* * !!! !!!!* !* ! ! !!!*!!!!*!!!!!* *!* ! * !*! !* !!!!!!!!!!

logo AVIGAFLGWERLLLVALVLVVAI
VFAGAI

V
I
LGLVI

VQLALRKQENRVKFGPFYLAFLGALVVAL ILWGAGGP I
L
L
V
A
D
S
WYRGLMLGLM

NTDB id 391149 DAAJ005 RS13475 WP 151847563.1 AVIGAFLGWERLLVALLVAVFAGAIIGVIQLARKQENRVKFGPFLAFGALVALIWGAGIVASYRGMLGL 385
NTDB id 1305 DR RS10600 WP 010888696.1 AVIGAFLGWERLLLAVVVAIFAGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !!!!!!!!!!!!!*!**!!*!!!!**!**!!! !!!!!!!!!!*!! !!*!!!*!!**** !!!*!!*
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