
logo

MS
M
V
ALTS IGDKRRLGAAI LLEDAQGLYVLGNTDEGNEDLQKRALVERHRSEVGGSRLADE I

VLVIDMSTGMLLVSGERKR IAQRTAI EDERAFLGIPLVENLHLRAI
V
E
Q
T

I
P
P
DPKAVAKLV

NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 .MALSIGDRRLGAILLEQGYVNDGDLQKALVRHSEVGGRLAEILIDTGLVGEKRIARAIEEALGIPLVNLLAITPDPAAV 79
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 AAIPAQTALNLQAIPFALE..NGVLRVALVDPLSSLALETLEDDSNLPIEPYQALREQVLWAVATHYPELGLTPVAPADF 157
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 GEEG.PGGQLGQALIARGLVTDAQLQVALDAQQQTGEALGNTLVAQKAITEDQLYELLAEQSDVIYLKNPRDFQPAEDVL 236
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 GSMLRADALRLSAVPVDETDEHVVVVTSDPRKRDDIAALIGRPIQLILARPRDLEFLTERFYPQRGRLGEQMVQEGTLSR 316
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 QQLREALQVQARAGKVKPLGEVILDLGFADASAIDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPVQ 396
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 NPPDAKVALLIPEPTARRYGVVPVRLQGESLVIAMKDPRNVFALDDLKLITGR.....DIIPAVMAEKDIIRLIERYFGN 471
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGE 472
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAEE........EVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYS 549
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 QGMADLNQRLQTESLQREKDAKRGNDVDVNAGFDDNAVVKVVDGLIREAALQEASDIHIEPTEFSLRIRYRVDGILREQN 551
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQ.....SQEAD.LSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQN 546
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NTDB id 1028 TT RS08215 WP 011173991.1 TLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGV 629
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 ELPKGAAQSILARIKIMGNLDISERRVPQDGRVRFKKGSIDIDLRLSTLPTVYGEKAVMRLLQKASNIPEVEQLGFSDHN 631
NTDB id 1306 DR RS10060 WP 027479822.1 SFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYN 626
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NTDB id 1028 TT RS08215 WP 011173991.1 FERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQ 709
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 FQRYLDVIDKPNGIFLITGPTGSGKSFTSFSTLKRIAKPEKNTTTIEDPVEYEIPGIIQTQVNPVAGLTFARALRAFLRQ 711
NTDB id 1306 DR RS10060 WP 027479822.1 YARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQ 706
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NTDB id 1028 TT RS08215 WP 011173991.1 DPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVK 789
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 DPDIIFVGEIRDTETAKIAVEAALTGHLVLATLHTNDAPGAIVRLEEMGVEPFNISASVVGVLAQRLVRKVCPDCKAPTN 791
NTDB id 1306 DR RS10060 WP 027479822.1 DPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTN 786
consensus !!!!!*!!!!!!*!!!!!!*!!!!!!!*!*!!!!!!!!**!**!!*!!!*!*!!!!!***!!!*!!!!!*!! *!! ***

logo

P
ADPDETVLRRLGLITSDEAREDLIQRGANQRLYMKRGAMTGCAEPRCGGTGYKGRYMAGIHELLMVMVDEDEPS ILRHRVTAIVGTAGRKSPAATE IKREDI

VARLEGEKRKSGLMRKSTLREQD
NTDB id 1028 TT RS08215 WP 011173991.1 PDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLRED 868
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 ADPDVLRRLGITDRDLRGAQLMRGAGCARCGGTGYKGRMGIHELMVVDEPLRVAIGTGKPATEIRDVALEKSGMKTLRQD 871
NTDB id 1306 DR RS10060 WP 027479822.1 ADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQD 866
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logo GLIYEKALKQGLITTLEEVLARVTAISENS
NTDB id 1028 TT RS08215 WP 011173991.1 GLYKALQGITTLEEVLARTIE 889
NTDB id 391137 DAAJ005 RS03185 WP 151845851.1 GIEKALKGITTLEEVLAVTSN 892
NTDB id 1306 DR RS10060 WP 027479822.1 GIEKALQGLTTLEEVLAVTAS 887
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