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GLLWRTVLLPRACPGCGAQLGQRAEAVGLCDRARCRAEGLHRAPHRVERSHSPLRSAPQRAPETPHLVTLGRYQRGVGPRRAVRALKFYGGARDELVAG

NTDB id 391132 DAAJ005 RS02690 WP 151845774.1 MLTGLWRTLLPRACPGCGAQLGQEVGLCRACRAGLHAHVESHSPLRPRPEPHLVTLGRYRGVGRRAVRALKFGGARELAG 80
NTDB id 1312 DR RS07135 WP 027480036.1 .MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAG 79
consensus ** ! ! !!!!!!!!!!!!!! !!! !!! !***!! !!!! * * !!!!!!!!! !!*!!!!!!!!*!!!!**!!
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VLGERALAAGVPAGNSWAQIAGAVI

VPVPLHPSRQREQRGYNQAELLAQRAEMVAARCELDGTVPVCYLVDPALLSTRTRATARQQAKRLQHQAASEGRSNSENLMAGA
NTDB id 391132 DAAJ005 RS02690 WP 151845774.1 VLGEALAAGVPGNWAIGAVIPVPLHPSRQRQRGYNQAELLAREVARCLDTVYVDALSRTRATRQQARQQAAGR.NEMAGA 159
NTDB id 1312 DR RS07135 WP 027480036.1 PLGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGA 159
consensus *!! !!!!!!!* ! !*!!*!!!!!!!!!! !!!!!!!!!! *! *! **** !*!!!!! !!!* *! !* *!!!
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VAR
NTDB id 391132 DAAJ005 RS02690 WP 151845774.1 FAVRPGGSLPGPLLLIDDVMTSGSTLIACQDALYEAGAGEIYVAVIAR 207
NTDB id 1312 DR RS07135 WP 027480036.1 FAVR.GAVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus !!!!*!* *!!*!!**!!!*!*!!!!*!! !!!* !! ** ! *!!

X non conserved
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