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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALRSIRP 84
NTDB id 39109 OCEPR RS00585 WP 013456759.1 MSVLTIGDKRLGAALIELGHLKDEDLQRALERHREIGGSLAEVIVDMGLLSEQRMAQVIEEAFGIPLVNLHEVEIPPEARAKLPA 85
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
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NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALEG..DRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
NTDB id 39109 OCEPR RS00585 WP 013456759.1 EKARELEAIPFALEG..DTLRVAFTNPLDTLRVDEVEDLTEMLVEPYQVLRPSFEYALAVNYPELGLETPPP..PSPIQEHEMRL 166
NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..PSGEGQKDLKL 168
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NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
NTDB id 39109 OCEPR RS00585 WP 013456759.1 GELLLQKGLIQREALEQALVEQEQTGELLGRILVGKGLIQEIDLYQALAEQEGAEFLPSTDKVEVDRDTANLFLRTDALRYHAIP 251
NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPE.EALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
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WEEKRL IFAERQRFAYPGQKRSNGRLGEQSVLVQDEGTKLDSREDAQSLKRQEALEKQVQAEKGRELPGRKVARKPLG
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
NTDB id 39109 OCEPR RS00585 WP 013456759.1 VQQGRKSVRVVVSDLRHKQAVESLLGKRVKFVLTLPEEWEKLFARAYPGSGRLGESLVQDGKLDRDSLRQALKVQERLGKARPLG 336
NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
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NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
NTDB id 39109 OCEPR RS00585 WP 013456759.1 EVLVELGYVSAEDVEEALKKQRAGGGRLEDTLVQSGKINPEMLAQSLAIQLGYDYIDPVENPPDPSVLHLVGENTVRRYTVFPHH 421
NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
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NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGEKG.FEKLNKELAERNKTQQSQEADLSVADE 501
NTDB id 39109 OCEPR RS00585 WP 013456759.1 LEGDALVVLMKDPRNIWAIDDLRVFTKR.....EIIPAVAAEEQIVKLIERFYGSSGDLDELTKEFAHKHREE..EE.VSTDLDD 498
NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKA.ELSEIAKEFAKKQAEE..EVPSPLELDE 504
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NTDB id 1306 DR RS10060 WP 027479822.1 SAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSI 586
NTDB id 39109 OCEPR RS00585 WP 013456759.1 NAVVRLVNTIIREAYLQDASDIHIEPREADVIVRIRIDGALREYMRLPKGAAPAIASRIKIMGNLDIAERRLPQDGRVRFKDRSI 583
NTDB id 1028 TT RS08215 WP 011173991.1 SAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAI 589
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NTDB id 1306 DR RS10060 WP 027479822.1 DLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTT 671
NTDB id 39109 OCEPR RS00585 WP 013456759.1 DLDLRLSTLPTVYGEKSVMRLLRKATEIPEIEGLGFAPDVFERFQEVISKPYGIFLITGPTGSGKSFTTFSILKRVATPDKNTTT 668
NTDB id 1028 TT RS08215 WP 011173991.1 DVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQT 674
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NTDB id 1306 DR RS10060 WP 027479822.1 IEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGI 756
NTDB id 39109 OCEPR RS00585 WP 013456759.1 IEDPVEYEIPGINQTQVNMAAGLDFARALRAFLRQDPDIIMVGEIRDSETAQIATEAALTGHLVIATLHTNDAAGAITRLDEMGV 753
NTDB id 1028 TT RS08215 WP 011173991.1 IEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGV 759
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NTDB id 1306 DR RS10060 WP 027479822.1 ENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTI 841
NTDB id 39109 OCEPR RS00585 WP 013456759.1 ELFNISASLIGVLAQRLVRKVCDHCKVEVEPDPSVLRRLNLDEKEFKDVTLYRGVGCERCNGTGYKGRYAIHELMVIDDEIRRAI 838
NTDB id 1028 TT RS08215 WP 011173991.1 EPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAI 844
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NTDB id 1306 DR RS10060 WP 027479822.1 GAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 39109 OCEPR RS00585 WP 013456759.1 VEGKSATEIKELAR.SKGMKTLREDGIYKAMQGITTLEEVMARTIE 883
NTDB id 1028 TT RS08215 WP 011173991.1 VAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
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