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NTDB id 391082 F9Z45 RS19875 WP 159608408.1 MAKDKTQYTCNECGGSSPKWLGKCPHCNAWNTLVESVAESTAPAKNRFASL....AKTAEVTTLADIDATDVQRTPTGHD 76
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPA..NRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLG 78
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
consensus !!!*!****!**!!**!!!**!*!!*!**!***!!******** !******** ****************!**!***
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NTDB id 391082 F9Z45 RS19875 WP 159608408.1 ELDRVLGGGIVEGGVVLIGGDPGIGKSTLLLQALDSLQRANVKTLYVTGEESGAQVALRSRRLGLDGSQVSVLAEIQLEK 156
NTDB id 125 BSU 00870 NP 387968.1 EFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEY 158
NTDB id 279 KZH43 RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 238 SPD RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 204 SPR RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 169 SP RS00155 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
NTDB id 509 SM12261 RS00130 WP 078228442.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS 154
consensus !**!!!!!!*!*!**!!!!!!!!!!!!!!!!!****!*** ***!!**!!!!**!**!!**!!!**********!*****
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LAGPRLVMLEHMVDTVL
NTDB id 391082 F9Z45 RS19875 WP 159608408.1 ILATLDHVRPGIAVIDSIQTVYSEQLTSAPGSVAQVRECAAHLTRAAKASGTAIVLVGHVTKEGALAGPRVLEHMVDTVL 236
NTDB id 125 BSU 00870 NP 387968.1 ISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVL 238
NTDB id 279 KZH43 RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 238 SPD RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 204 SPR RS00140 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 169 SP RS00155 WP 074017595.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
NTDB id 509 SM12261 RS00130 WP 078228442.1 VRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVL 234
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logo YFEGDETRHSHSTFRLI ILRAI
VKNRFGASVTNEMIGVI FAEMRTQESEKGGLKTVGEVSLNPSAEQI
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VQAL IVDSTSPGT

NTDB id 391082 F9Z45 RS19875 WP 159608408.1 YFEGDTHSSFRLIRAIKNRFGAVNEIGVFAMTEKGLKGVSNPSAIFLSQHSEPVPGSCVMVTLEGTRPMLVEIQALVDSG 316
NTDB id 125 BSU 00870 NP 387968.1 YFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPT 318
NTDB id 279 KZH43 RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 238 SPD RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 204 SPR RS00140 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 169 SP RS00155 WP 074017595.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
NTDB id 509 SM12261 RS00130 WP 078228442.1 YFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPT 314
consensus !!!!**!**!!**!!*!!!!!**!!*!*!*!***!!**!*!!!**!!********!!******!!!!!*!*!*!!!****
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NTDB id 391082 F9Z45 RS19875 WP 159608408.1 G.PSPRRLSVGLDRDRLAMLLAVLHRHAGVACMDQDVFVNAVGGVRISEPAADLAVMLAITSSLRGRPLPKGFIAFGEVG 395
NTDB id 125 BSU 00870 NP 387968.1 SFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVG 398
NTDB id 279 KZH43 RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 238 SPD RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 204 SPR RS00140 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 169 SP RS00155 WP 074017595.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
NTDB id 509 SM12261 RS00130 WP 078228442.1 MFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELG 394
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logo LATGEVIRPRAVPSNRGIQEEQRLVIKNEAAKLGFKSTRVKAMI IVYI
VPAKANNSLDPTKGKWINTDKPLKSFPEMKGELI ETQVHIGVADTNRTVIAEQEAVMLERKLTKASVLRFGSAGLA

NTDB id 391082 F9Z45 RS19875 WP 159608408.1 LAGEVRPAPRGQERLKEAAKLGFSVAVVPKANLPKKNDKSFEGLTVHGVDRIEEAMELARSLA 458
NTDB id 125 BSU 00870 NP 387968.1 LTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTK..PKGIEVIGVANVAEALRTSLGG. 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 238 SPD RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 204 SPR RS00140 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 169 SP RS00155 WP 074017595.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP..PMEIQVIGVTTIQEVLKKVFA.. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 LTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP..PKEIQVIGVTTIQEVLKKVFA.. 453
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