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NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE.....GFKGIILPKQNTREAAIVNDLE 152
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NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD......NQHLIIANANAAEASLTGHQK 153
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD......NQHLIIANANAAEASLTGHQK 153
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV......ERCLVVPHSNGDQAALVGVER 153
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK......QRHLVVPHANGDQAALVGKEQ 153
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VYGVENIKEVIDFFNENCPLEPT..KVNTREE...FHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGK 227
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NTDB id 1271 LPP RS03220 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL.........LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGK 224
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NTDB id 1248 GCO85 RS03150 WP 011213198.1 TMMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDE 303
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