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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEG.....FKGIILPKQNTREAAIVNDLE 152
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VYGVENIKEVIDFFNENCPLEPTKV..NTREEF...HKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGK 227
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