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NTDB id 390932 F7984 RS17415 WP 308810546.1 MKASRHSTGSSPISLQQLLIGKELLITEIPN..E.....LKEQLDLNEQIYSVRGIENGICRRCGNTDSRLFATFPHSAC 73
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSI.SINKRRYRCNRCGQTDQRYFSFYH..SS 77
consensus ! * * ! * !!! ! **!! !!** **!******! !* * ! !!!*!! ! ! * ** *
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NTDB id 390932 F7984 RS17415 WP 308810546.1 GENCLYCRHCIMMGRISSCSTLFGWKGENLGWSPELARLRWDGSLSFSQKEASEKIMEAVRNQMDLLIWAVCGAGKTEMI 153
NTDB id 108 BSU 35470 NP 391427.1 GKNKLYCRSCVMMGRVSEEVPLYSWKEENESNW.KSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEML 156
consensus ! !*!!!!*!*!!!!*! * *!* !! !! * *! !!! !! ! ! **!!* *!!!!!!!!!!!!!!*
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NTDB id 390932 F7984 RS17415 WP 308810546.1 FAGIEEALFSGKRVCLATPRTDVILELAPRLRSVFPDIPIVALYGDSQEKQLFAPFVLSTTHQLMRYADAFEVMIIDEVD 233
NTDB id 108 BSU 35470 NP 391427.1 FPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVD 236
consensus !*!!! !! ! !!!*!!!!!!!*!!!!!!!* !* *! !!!! ! *! ! **!!!!!!*!! !! *!!!!!!!!
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NTDB id 390932 F7984 RS17415 WP 308810546.1 AFPYSFDPHLQYAVQKACKKDAAVIYLTATPSKQWQLEFQQGIRNGILLPARFHRHPIPVPTMKWVGNWQSSIQKNKLPN 313
NTDB id 108 BSU 35470 NP 391427.1 AFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPP 316
consensus !!!!! !**!!*!!!!!*!! **!!*!!!*! *! * * *!!!*!!*!*! ! !*!!! ***!!*!*
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NTDB id 390932 F7984 RS17415 WP 308810546.1 PLLYWLKTAIECKNPFLIFFPNIALMEKALPLFQGYAPEILSVHAEDSERKDKIMKLRRGEIQGLLTTTILERGVTIPKL 393
NTDB id 108 BSU 35470 NP 391427.1 AVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKV 396
consensus ** !* ** * ! *! ! * **!!! **! ! * !!!!!! *!!*!* ! ! * !*!!!!!!!!!!*!!*
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NTDB id 390932 F7984 RS17415 WP 308810546.1 NVAVIGAEDEIFTESALVQIAGRIGRSKDHPRGDCVYFHYGKTNAMLDAIQQINQMNREAVKRGLLD 460
NTDB id 108 BSU 35470 NP 391427.1 QTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus * *!*!!! !!!!!!!!!!!!! !!*!*** !!**!!!*!!! !!!! *! !! ! ! * !
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