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NTDB id 390920 F7984 RS14230 WP 140461978.1 MLQSKTRWLLKKADETIINLFMQELEQPRIVATLLVNRGIKTVEEARSFLYAAQQDFYDPFLLSGMEEAMRRIVKAVKNN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! * **! * !* ***!!*!!! !! ! ! !! !!* !!!!!! * !! !! !! !* **
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NTDB id 390920 F7984 RS14230 WP 140461978.1 EKITIFGDYDADGVSSTTILMLTLKIMGAEHVSWYIPNRFTEGYGPNEEAFRFIKEQGTTLLITVDCGISAIHEAQVAKE 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLS.AQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKE 159
consensus !!! !*!!!!!!!!*!!*****!! * * *! *!!! !! !!!!!!! !!! !!! ! *!*!!!!*!! !*!!! !!!!
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NTDB id 390920 F7984 RS14230 WP 140461978.1 LGMDYIVTDHHEPGPELPQALAILHPKKPGETYPFSELAGAGVAMKLAHALLGELPDELIGIAAIGTVADLVPLHDENRL 240
NTDB id 354 BSU 27620 NP 390640.1 LGLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRL 239
consensus !!*! !*!!!!!!!!!!! !!*!!! !!*!!!! !!!! !!! !!!!!!!!!!!!!!* *!!!!!*!!!!!!!!!!!!
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NTDB id 390920 F7984 RS14230 WP 140461978.1 IAIKGIQALKKSTRPGILALCQKAGIQRDSLNEDSIGFGLAPRINAVGRLESADPAVELLLTESQEEADSIADEIDLLNK 320
NTDB id 354 BSU 27620 NP 390640.1 IATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNK 319
consensus !! !* !*** !*!* !* ! !!***!! !!!!*!!!!!*! !!!!!*!!**! !!* *! !!! !!!
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NTDB id 390920 F7984 RS14230 WP 140461978.1 ERQSIVKEMTQEAIEEVENNYPPETNPVLIIAREGWNTGVVGIVASKLVEKYYRPTIVLSIDREKGTAKGSARSIPGFDL 400
NTDB id 354 BSU 27620 NP 390640.1 ERQKMVSKMTDEAIEMVEQQGLD..QTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNL 397
consensus !!! *! !! !!!! !!** ****** ***!* !!!*!!!!!!!!!!!***!!! !!! !! !!! !!!!!!!!*!! !
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NTDB id 390920 F7984 RS14230 WP 140461978.1 FQNLSLNRELLPHFGGHPMAAGMTLKIEDVEELRQRLINQANEILTEEDFQPVTEIDSLVAIDEISLTLIQQMSQLAPYG 480
NTDB id 354 BSU 27620 NP 390640.1 FESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFG 477
consensus ! !! *!**!!!!!!!!!!!!!!!! !!!**!! !! ! !!!!!! !! !*! ******!** ! ! ! !*!
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NTDB id 390920 F7984 RS14230 WP 140461978.1 MQNPKPRILIEDASITTSRKIGADKTHLKLQLEQNDAGLDSIGFGLGEFLDHLSPQAKVSVIGELAINEWNNIKKPQLFL 560
NTDB id 354 BSU 27620 NP 390640.1 MLNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
consensus ! !!!!**!*! ! * !!!!! !!!*!* * * !!**!! !! *** ! **!**!!* !!!!!! !!!!! *
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NTDB id 390920 F7984 RS14230 WP 140461978.1 QDLSVPGWQLFDCRSDKGKIH.VQTVPSPR.KIILFQEESRVWLTEFTKENDQIIHITSLEAAQQETLDGYHVVLADLPS 638
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQT.EDLRREVHVISSKDQAKAFDLDGAYIVLLDPPP 636
consensus ! !* !!!!!*! * **! *!!*** !* ! !*! ! * ***!*! * ! !!! **!! !*!*
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NTDB id 390920 F7984 RS14230 WP 140461978.1 QKDIFEALFIGKLPKRVYVYFRTTQNDYFSAFPTRDQFKWYYALLAKKGPISYKELRSMLNIHKGWSKENIDFMTKVFFE 718
NTDB id 354 BSU 27620 NP 390640.1 SLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFD 716
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NTDB id 390920 F7984 RS14230 WP 140461978.1 LEFVTINNGLIDLVRTSMKRDLQESKTYQERQARMALEQELLYASFNQLYEYLGKLIRSHMENKEETEQWI 789
NTDB id 354 BSU 27620 NP 390640.1 LGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus ! !! ! !!** *! !!!! *! !!! *! ! !*! ! ! ! ! !*! !!** * ! ! ! *
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