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NTDB id 390919 F7984 RS14145 WP 225983612.1 MEQESFVFSDNDKPFIKGTHLVTIFHNEQNLYSVVRIRVKETNLNYDEKEAVITGYFPPIHEEEIYTFYGKMKEHPRFGI 80
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 390919 F7984 RS14145 WP 225983612.1 QFHVDTFQREVPESKEGVIAYLSGSLFKGIGKKIAESIVEKLGEKAISKILANPSLLDQIPKLSGEKAKQLYDTLAANQG 160
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!* **! *!*! *!!!*! !!! !! !!!!! !! !! !!!* !! !!!! *!*! *!*!! !! ! ! *!!
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NTDB id 390919 F7984 RS14145 WP 225983612.1 LEQIMINLSSLGFGPQLSMKIYQAYKEDTISIIEQNPYQLVETIEGIGFTRADEIGLQLGIGGSHPSRIKAAILYTLDRS 240
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!!!!! ! !!!!!!!!!!!!!! *!* ! !!!!!! *!!!!! *!!!*! *!* ! !! !*!!!!!!!!* *
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NTDB id 390919 F7984 RS14145 WP 225983612.1 CVQDGHSYTEAEELLISVKTLLEQNQNVT..ITFEQITESLIQLGEEGKIIGEEKRFYMPSLYFSEKGIVTNIKRIMSQD 318
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !* *!!*! ! ! !*! *!! ! **!! *! !!! !* !* !*! !!!** ! * *!*! !!
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NTDB id 390919 F7984 RS14145 WP 225983612.1 SYADQFPESEFLLELGKLEERIGMEYAEEQKDAIFKALHSPMLILTGGPGTGKTTVIKGIVELYSELHGLSLNPKDYNNE 398
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 390919 F7984 RS14145 WP 225983612.1 NPFPFVLAAPTGRAAKRMKESTGLPAVTIHRLLGWNGSD.VQRDEDNPISGRLLIVDEMSMVDIWLANQLFKALPNDMQV 477
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 390919 F7984 RS14145 WP 225983612.1 ILVGDEDQLPSVGPGQVLKDLLASSVIPVTRLESIFRQEDGSSIIQLAHAIKNGQLPPDIRKPQGDRSFFSCSTNQVADV 557
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!!!!!!!!!!!!!*!!!!! !!! !! !*!! *!!!!* !!! *!!! !!* * ! !!!! ! !* *!
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NTDB id 390919 F7984 RS14145 WP 225983612.1 IRQVVTNARQKGFPARDIQVLAPMYRGSAGIDSLNVLLQGILNDNRDKKKRELTFGDVVYRVGDKVLQLVNQPENGIYNG 637
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
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NTDB id 390919 F7984 RS14145 WP 225983612.1 DMGEIIAIIYAKENEDKQDQIFVSFDGIEAKYTRQELNQITHAYCCSIHKSQGSEFPIVILPVVKSYHRMLRRNLIYTAI 717
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
consensus !*!!! ! !!!!! *! ! !!!!! ! *!* * !! !!!!!!!!!!!!!!!!!!!*!!!!! !*!!!!!!!*!!!!
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NTDB id 390919 F7984 RS14145 WP 225983612.1 TRSKQFLIVCGEEEALRYGVGRSGEEERRTTLLEKLQEGFRDKELISKPENPVTENESSNEDGLTYEQKIFQTDPMIGME 797
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEM..............DAELEALQKELPFSVHDANIGME 785
consensus !! ! !!!*!!!!!!! *!! ! !*! *! * ************** **! ! * *!* !!!!
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NTDB id 390919 F7984 RS14145 WP 225983612.1 NITPYDFMIRG.. 808
NTDB id 355 BSU 27480 NP 390625.1 GITPFDFMKEEQQ 798
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