logo

NTDB id 39088 SCRE RS08560 WP 006267970.1
NTDB id 402 FSA28 RS09365 WP 002263443.1
NTDB id 393 SMU RS08995 WP 002263443.1
consensus

logo

NTDB id 39088 SCRE RS08560 WP 006267970.1
NTDB id 402 FSA28 RS09365 WP 002263443.1
NTDB id 393 SMU RS08995 WP 002263443.1
consensus

logo

NTDB id 39088 SCRE RS08560 WP 006267970.1
NTDB id 402 FSA28 RS09365 WP 002263443.1
NTDB id 393 SMU RS08995 WP 002263443.1
consensus

logo

NTDB id 39088 SCRE RS08560 WP 006267970.1
NTDB id 402 FSA28 RS09365 WP 002263443.1
NTDB id 393 SMU RS08995 WP 002263443.1
consensus

logo

NTDB id 39088 SCRE RS08560 WP 006267970.1
NTDB id 402 FSA28 RS09365 WP 002263443.1
NTDB id 393 SMU RS08995 WP 002263443.1
consensus

AL e ) o0 ST g KT L )] G

MSKTISINAGSSSLKWQLYAMPE\EKV AKGLIERIGIHSD ISTVKFEF Gj;#¥3¢ MLIIPDHTNAVKILLDDL |JJgDIIK YDEITG
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG
MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG

LH0R TSR L L e DTSR T R LT

VGHRVVAGGRYF|ISESALVDSEEVINKVEELALLAPLHNKANAAGIRAFKI} LPDITSVVVFDT FHTTMPEAYRYPLPHKY TE
VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE
VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE

G TR L S T RO

NISVRKYGAHGTSH[NYVA EAAK L[¢KP EPJLKLIT[QHMGNGES TAV|SGGSVDTSMGFTPLGGEA\MMGTRTGD DPA IPYLM |l
NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN
NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN

TEDETPED R AMESCLLCISERDAD ek e A R AT AOAVFTAC Bl

AL

TEDRYTPEDINRIMNIFESGLLG SEISSEDMR IBIAAKIAAG ERWANL AR MEF DRINKMIGEYIMAVIENGEYDAI FTAGIGENEAMYI
TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI
TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI

I
0 LA H e ) st TOEEL ARG
RéE\l/lé EQV AI|_D N[\VD Ns NgK
IMRLMIEGIS|)F{ECIEMD PIRQYV . FGNp4eDIRSMP DEVS/ARAARAR NN AANVAAAN FIAN QK 399
RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTKR 399
RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTKHR 399

K non conserved
B similar
> 507 conserved

170
170
170

255
255
255

340
340
340



