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LNRAVVLTVGRLTKRDVPDELRYTPSTNSGTAAVAGVSTFSTMLAVDNRTQFRTNAQSNGEDRDEADF INCVTIWRRKQSAENVFSANFLTHKKGSLAVGI

V
E
DGR I
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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 390863 LF145 RS00040 WP 057749890.1 MLNRAVLTGRLTRDPELRYTTSGTAVVSFTLAVDRQFRNQNGDRDADFINCVIWRKSAENFSNFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!*!!!!*!**!!!!**!*!!**!**!!*!*!*!**!*!*!!!!!!!*!!**!!!**!!**!!!!*!**!!*!!!

logo NYENQQGNQRVFYVTEVQVAVEDSNVFAQSFLLESPKRNQTTGTGEGNNQSGQRGQSGDGQGQYANYEGSQGNFQNQSFNGQSSGGNQGSQQQPSGQFNTNSQPQQSGTGNNAPAQYFAGNGSGSAQNDQGNGPFGGNNQ
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGN....SGGGQ................YFGGGQNDNPFGGNQ 140
NTDB id 390863 LF145 RS00040 WP 057749890.1 NYENQQGNRVYVTEVVVDNFALLEPRQGGNNQGGQQYGGNQQSFGGQGQ.QPQFNNQPQSGNNAPQANSSANQGGFGGNN 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTS.PQQTGNAPAA............. 146
consensus !!!!!!!*!!*!!!!***** *!!***** * ! *! ** **!* * * ** *** * * *****

logo NNQGRQRANNQGNNNPSTFNPQADPDSPGFDADNDGNGKQAPS IDLI SDDEDLPF
NTDB id 113 BSU 40900 NP 391970.1 NNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 390863 LF145 RS00040 WP 057749890.1 NNQGQANNNPFPPDSGDDGGQSIDLSDDELPF 191
NTDB id 624 LCA RS00040 WP 011373726.1 ........NNTQADPFANNGQAIDISDDDLPF 170
consensus *** * ! ** !**** !* !!*!!!*!!!
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