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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 390830 F8A90 RS16590 WP 200018067.1 .MARGVNKVILIGNLGQDPEVRFTPSGSAVCNLNLATTDTWNDRQSGQRQERTEWHRVVMFNKLAEVAQQYVKKGSRLYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYDEG......................YGQSQEAYQ 130
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPYEEG......................YGQSQEAYQ 130
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFG.GNQG....................SGWNQA..PAQ 131
NTDB id 390830 F8A90 RS16590 WP 200018067.1 EGRLQTRKWQDQNGNDRYSTEIVANDM....QMLDTRGEGGGGN.FAGGRPQQAPQQGGQQPAAAPQQGGQFGAQQPAPQ 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQ..........GGM...NVPAQQGSWGQPQQP.. 144
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FDDEDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 RPAQQ.SRQPAPDA..........P........SHP.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 RPAQQ.SRQPASDA..........P........SHP.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TNYNQGGY.............SDNYAQNNNFNGGNATRPQPAQKPA..AQAEPPMDNFDDDIPF 180
NTDB id 390830 F8A90 RS16590 WP 200018067.1 QGGQFGGQQPAPQQGGQFGGQQPAPQQGNNFGGQQPAQQNNSQNNNFGAPPAGSFDDFDDEIPF 218
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ........................AKQHQPMQQSAPQQ...YSQPQYNEP....PMDFDDDIPF 177
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