
logo MNTKLTKI I SGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEVIVNPTGF IVTSSPAR IALDFEQTGI SMNDQQVLEYADP
NTDB id 39082 NLA RS09025 WP 013449452.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEVVNPTGFITSSPARIALDFEQTGISMNQQVLEYADP 85
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP 85
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP 85
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo LLGSKI SAAQNSSRARLVLNLNKPGQYNTEVRGNEKVWI LF INESDDTTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK
NTDB id 39082 NLA RS09025 WP 013449452.1 LLGKISAAQNSSRARLVLNLNKPGQYNTEVRGNEVWILINESDDTTSAPARPAVKAAPAAPAKQQA................... 151
NTDB id 1115 OK783 RS00485 WP 003698035.1 LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA................... 151
NTDB id 1100 NMB RS09455 WP 002225652.1 LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK 170
NTDB id 1092 CAD91899.1 1..2286( ) LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK 170
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!*******************

logo

QQAAAPFTESVVSVSAPFSPATKQQTAAASAKQQATAAPAKQQAAAPAKQQAAVAQSPAKQTNIDFRKDGKNAGI I ELAALGFAGQPDI SQ
NTDB id 39082 NLA RS09025 WP 013449452.1 ...AAPFTESVVSVSAPFSPATQQTA.......................AVQAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 210
NTDB id 1115 OK783 RS00485 WP 003698035.1 ...AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 209
NTDB id 1100 NMB RS09455 WP 002225652.1 QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 255
NTDB id 1092 CAD91899.1 1..2286( ) QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 247
consensus ***!!!!!!!!!!!!!!!!!!*!!******** * *******!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QRHDHI IVTLKNHTLPTATLQRSLDVADFKTPVQKVTLKRLNNDTQL I ITTATGNWEL IVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
NTDB id 39082 NLA RS09025 WP 013449452.1 QRDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELINKSAAPGYFTFQVLPKKQNLESGGVNNAP 295
NTDB id 1115 OK783 RS00485 WP 003698035.1 QHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP 294
NTDB id 1100 NMB RS09455 WP 002225652.1 QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP 340
NTDB id 1092 CAD91899.1 1..2286( ) QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP 332
consensus !*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KTFKTGRKI SLDFQDVEVIRTI LQI LAKESGMNIVASDSVSNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
NTDB id 39082 NLA RS09025 WP 013449452.1 KTFKGRKISLDFQDVEVRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 380
NTDB id 1115 OK783 RS00485 WP 003698035.1 KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 379
NTDB id 1100 NMB RS09455 WP 002225652.1 KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 425
NTDB id 1092 CAD91899.1 1..2286( ) KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 417
consensus !!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KALFLQAEKDIADLGALYSQNFQLKYKNVEEFRS I LARLDNADTTGNRNTL IVSGRGSVL IDPATNTL IVTDTRSVI EKFRKL IDELD
NTDB id 39082 NLA RS09025 WP 013449452.1 KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 465
NTDB id 1115 OK783 RS00485 WP 003698035.1 KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 464
NTDB id 1100 NMB RS09455 WP 002225652.1 KALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 510
NTDB id 1092 CAD91899.1 1..2286( ) KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 502
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo VPAQQVMIEAR IVEAADGFSRDLGVKFGATGRKKKLKDNAEDDTRSAFGWGVNSGFEGGDGEGGDKWESGAEQTSKINLP I
V
A
TAAANS I SLVRAI SSGA

NTDB id 39082 NLA RS09025 WP 013449452.1 VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKDADRAFGWGVNSGFEGGEGGKWSAQTSINLPVAAAANSISLVRAISSGA 550
NTDB id 1115 OK783 RS00485 WP 003698035.1 VPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGFGGG..DKWEAQTKINLPVAAAANSISLVRAISSGA 547
NTDB id 1100 NMB RS09455 WP 002225652.1 VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGD..DKWGAETKINLPITAAANSISLVRAISSGA 593
NTDB id 1092 CAD91899.1 1..2286( ) VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGD..DKWGAETKINLPITAAANSISLVRAISSGA 585
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!****!!!!!!!!!!*! *!!*! !*!!!!* !!!!!!!!!!!!!!!!

logo LNLELSASESLSKPTKTLANPRVLTQNRKEAKI ESGTYE IPFQTDVTTSASIASGNGSGNSSTTNTTEFLKKAVLGLTVTPNITPDGQI IMTVKINKDTS
NTDB id 39082 NLA RS09025 WP 013449452.1 LNLELSASESLSKTKTLANPRVLTQNRKEAKIESGTEIPFQDTSSSGGSSSTTTTFKKAVLGLTVTPNITPDGQIIMTVKINKDT 635
NTDB id 1115 OK783 RS00485 WP 003698035.1 LNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDS 632
NTDB id 1100 NMB RS09455 WP 002225652.1 LNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDS 678
NTDB id 1092 CAD91899.1 1..2286( ) LNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDS 670
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!**!** !**!!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo PVADQCTAVSKGDNENQTTIKLC IQSTKSNLNTQAMVENGGTL IVGGIYEEENDNGNTLTKI
VPLLGDIPVIGNLFKTRGKSKTNDRRELL I F ITPR I IMDGTA

NTDB id 39082 NLA RS09025 WP 013449452.1 PVDCTVKDETTKCIQTKNLNTQAMVENGGTLIVGGIYEEENGNTLTKIPLLGDIPVIGNLFKTRGKSTNRRELLIFITPRIMDTA 720
NTDB id 1115 OK783 RS00485 WP 003698035.1 PAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTA 717
NTDB id 1100 NMB RS09455 WP 002225652.1 PAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTA 763
NTDB id 1092 CAD91899.1 1..2286( ) PAQCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTA 755
consensus !**!*****!**!!*!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!* !!
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logo GNNSLRYO
NTDB id 39082 NLA RS09025 WP 013449452.1 GNNLRY. 726
NTDB id 1115 OK783 RS00485 WP 003698035.1 GNSLRY. 723
NTDB id 1100 NMB RS09455 WP 002225652.1 GNSLRY. 769
NTDB id 1092 CAD91899.1 1..2286( ) GNSLRY* 761
consensus !!*!!!
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