
logo MKHYYALFL I SFLALALSACSQDGSEDLNAEWMAQTQRQREAKAEGI IPFQAPTLPVAPVYSPPQLPTGLPNAFDFHRRMEATADKKGEGNAPDTKR IKE
NTDB id 39081 NLA RS09020 WP 013449451.1 MKYYALFISLAALSACSQDSEDLNAWMAQTQQEAKAGIIPFQAPTLPVAPVYSPPQPTGLNAFDFHRMEAAKKGGNAPDTKRIKE 85
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAPDTKRIKE 85
consensus !!*!!! !! !!!!!!! !!!!! !!!!! !!!! !!!!!!!!!!!!!!!!!!!*!!*!!!!!*!!! !!! !!!!!!!!!!

logo

A
TLEKFSLENI

MRYVGI LVKSGQKVSGF IVEADEGYVYTVGI
VGNYLGQNYGKR I EQS ITDDS IVLNEL I EDGSTGNWVSRKRAELLPLNASSDKNT

NTDB id 39081 NLA RS09020 WP 013449451.1 ALEKFSLENIRYVGIVKSGQKVSGFVEADGYVYTVGIGNYLGQNYGKIQSITDDSIVLNELIEDGTGNWVSRRAELPLNASDKNT 170
NTDB id 1101 NMB RS09450 WP 002214522.1 TLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRKAELLLNSSDKNT 170
consensus !!!!!!!!*!!!!!*!!!!!!!!!*!!*!!!!!!!*!!!!!!!!!*! !!!!!!!!!!!!!!! !!!!!!!*!!!*!! !!!!!

logo EQAAAPAAEQN
NTDB id 39081 NLA RS09020 WP 013449451.1 EQAAAPAAEQN 181
NTDB id 1101 NMB RS09450 WP 002214522.1 EQAAAPAAEQN 181
consensus !!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


