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HLLSLELA A A DRG0 sVECRERTE s TRANLYE et oo AT
MKKILLWVSLELALGACAN QGTVDKDEQONT QEWEVEKLYAEAQDEL{(EENYTRAVKLYEIL{SRFPT{RMAQQ IMLDTAYAYYK
MKKILLTVSLGLALSACANTQGTRDXDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYAYYK
MKKILLTVSLGLALSACAR TQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAYAYYK
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B similar
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