logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259
1202

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
390737 FTRO7 RS04505 WP 000355489.1
1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259
1202

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
390737 F7TR97 RS04505 WP 000355489.1
1060 ABD1 RS04380 WP 000355489.1
NTDB id 1040 HON27 RS13360 WP 000355489.1
NTDB id 1081 FDQ49 RS05335 WP 006581387.1
consensus

= === ool = = =22 ==

.QigngéE/SXKA@@ASDwLSA

I§ SDLH SAG
I¥ SDLH SAG
€ASDLHLS G
[€ASDLHLSAG
IMASDLHLSAG
€ASDLHLSAG
[GASDLHLSAG
[€ASDLHLSAG
[CASDLHLSAG

Pl skokokokok |

o

* *kk ok | okok ok ok

FULL ] x

;K I'SFEJ-

e

LA

S
MPMIRVEIG
NIPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

* ok %k k% * 1k

===~ li=ci=c = ]i-v]i=--c -] =- =)=~}

E LGLENIF
kokokkok ok

E|EKE|AQY

PR e ecetsgle ol WRestebis bl

. SVADNT AR

KRR

T2 TSRS e

I3 AMJASJRGLVLVTGPTGSGKSTTLAA
INTPPAIPRGLVLVTGPTGSGKSTTLAAM

DAMPRGLVLVTGPTGSGKSTTLAAM
D I[OMPRGLVLVTGPTGSGKSTTLAAM
DIIOMPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM
DIIMMNPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM

Hok o skok Dok D D Ese D E T Dok ]

E ASFSRGLVLVTGPTGSGKSTTLAAﬂ
V

1563
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259
1202
1194
1020

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1

390737 FTRO7 RS04505 WP 000355489.1

1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1086
1116
1185
1176
1283
1259
1202
1194
1020

ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1

390737 F7TR97 RS04505 WP 000355489.1

1060
1040
1081

consensus

ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

Wil

EDPIEFVH|®IK C

EDPIEF H[AE{AWNC

EDPIEF H|¥#X&C TNQRE V(D T)y)
EDPIEF HIZKEYS INQREV[ESDTIH
EDPIEFVHNSKKSLINQRE H[ABITIH
EDPIEFVHNSKKBLINQRE H[ABITIH
EDPIEFVHMIWWKCLINQREVH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHASKKCL NQREVH
EDPIEFVH@SKKCL NQREVH
EDPIEFVH|NYKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH

oy N I A R PENEN ]

TIDRL DU ek MR S I;Qzu@@ f

MVRIEMLSESLNAVISQELLK
MVREMMLSESLNAVISQELLK
MVREMMLSESLNAVISQELLK
MVRIAMLSESL[AVISQWLLK

MVREMLSESLMAVISQMLLK
kkok 1|k

IDVFPAEEK
IDVFPAEEK
IDVFPAEEK
IDVFPAEEK
* K % K K K K IEEEL

i Wl el AR

WNALR ALR [APD
INYALRSALREDPD
INYALESALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
)IALRSALREDPD
SJIALRSALREDPD
WA LRSALREDPD
IM3ALRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD

IMAALRSALREDPD
Ul U

MUGGGRVA
MUGGGRVA

BUWSGGRVAA

T

mﬁﬁme

Ry =%

LTI AL s

IL GEMREWIE[ PRALINJAETGHLVE .| TLHIRBYANM
ILVGEMRDMETI YA TAAETGHLVQIGTLHTHS Ajg
ILVGEMRDPETIiLALTAAETGHLVFGTLHT E

G

L
ILVGEMRDIMET I
ILVGEMRDIMET I
ILVGEMRDIMET I
ILVGEMRDIRETI
ILVGEMRDIMET I
ILVGEMRD®ETI
ILVGEMRDIMET I

LA TAAETGHLVEGTLHTRSARN
LA TAAETGHLVFGTLHTRYSAfYK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
ILVGEMRDETI LALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETI LALTAAETGHLVFGTLHT

UL 1% 1%

REBKVA%%A?[QI Aty

EHEIM WPAIRNLIRENKVAQMYSMIQTG IMIGMQ
C

HEIM @WPAIRNLIRENKVAQMYSHIQTG E®:IGMQ

EIM [QNGATRNLIRENK AQMYSNIQTG[NENGMQ

.NKGGRVAAHEIM (O A TRNLIREINK AQMYSSITIQTG[NESNGMQ
L

MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WOGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI
BUGGGRVAAHEIMI
MIGGGRVAAHEIMI

®k | kok ok ok |

BWPAIRNLIREWKVAQMYSHIQTG
WWPAIRNLIRENKVAQMYSEIQTG
IIPATRNLIREGMKVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEIQTG
IIPATRNLIRENKVAQMYSEIQTG
IIPATRNLIRERNKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSEV\IQTG

* % % PEETIR kokokkokk Xk

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
390737 FTRO7 RS04505 WP 000355489.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
390737 F7TR97 RS04505 WP 000355489.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

El %{¥5EH¥V2§%;AEE§ 1 EgﬁpégggiKk/f EER e e R R

S~ aru=aB L ZERGSRREFERc A~

ILRLMLKTK.RGDDY...GSGSLQNVKI ........ DME.............
LRLMIKLG.SETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . ..

EEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..

DA YIRAGIAF REHINSE Y DKBLERNIDPKEFARLANDASAGLGG. . . . . ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

S RENIREKIKIP .
MNLPTIRAVINKSP .
P QTR TANKQP .
P QTR TANKQP .

IRIKHTE\HEAPNLNK .
IR KHTI\HEAJNLNK .
IRIRDSINKEKINKQP .
IRIPQTERTAKQP .

ISIPQTEARTAINKQP .

........................ 368
........................ 381
........................ 383
APATPAAPAAGRSEPGRAGGFGRR 418
........................ 347
........................ 347
........................ 345
........................ 345
........................ 344
........................ 344
........................ 344
........................ 344
........................ 344
........................ 345
........................ 345
........................ 345
........................ 345

X non conserved
B similar
> 507 conserved

368
381
383
394
347
347
345
345
344
344
344
344
344
345
345
345
345



