
logo MCTRKQQGFTL ITELL IVMAVIAAIMAMTIALPNSMSGRWIASRR IASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGATPVNNQRCDF
NTDB id 39071 NLA RS07075 WP 013449153.1 MCTRKQQGFTLIELLIVMVIAAIMAMIALPSMSRWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGTVNNQCDF 85
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPNNRCDF 85
consensus !!!!!!!!!!! !!!!!! !!!!!! !!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !!!

logo SKKGQRGMLAFGDKNGNKAYDGNDATAVDVFLRSVVLNDATDDSR INYAFNHIAFGRSSTQPTADRVVWTFNQNGATFGYLSPSDQNLKTDRNTSKRFV
NTDB id 39071 NLA RS07075 WP 013449153.1 SKKGQGMLAFGDKNGNKAYDGDAADVFLRSVVLNDADDSRINYAFNHIAFGRTQPTADRVVWTFNQNGAFGYSSDQNLTRTSRFV 170
NTDB id 1136 NGFG RS02420 WP 003687912.1 SKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLPDQNLKDNSKFV 170
consensus !!!! !!!!!!!!!!!!!!! ! !!!!!!!!!!! !!!!!!!!!!!!!!! *!!!!!!!!!!!!!!! !!! *!!!! !*!!

logo YSDGYIQIVLTDAKRAVSADADDEKKFRSAVVL IDNGSSGRVEVCPRKRNDMTRAVCKQHQ
NTDB id 39071 NLA RS07075 WP 013449153.1 YSDGYIQIVLTDAKAVSADEKKFRSAVVLIDGSGRVEVCPRNDMRAVCQHQ 221
NTDB id 1136 NGFG RS02420 WP 003687912.1 YSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus !!!!!!!!!!!!!*!!! *!!!!!!!!!! !!!!!!!**!! !!!! !*
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