
logo MELRQTDEFAQAAARAAIRFLEHRYAGSGDNEVLANCTERLFQALQNGHSF IRLSGDGEADALSALAPVVGTSAAPL I LEGRRLFLGRM
NTDB id 39060 NLA RS05395 WP 013448919.1 MERQTDEFAQAAARAAIRFLEHYAGSGDEVLANCTERLFQALQNGHSFIRLSGGEADALSALAPVVGTSAAPLILEGRRLFLGRM 85
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRLFLGRM 85
consensus !! !!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WQLEYDLAAE IKRLAAAGTSAPDAAGARQNLAKWFQGATGSEGQRDAAALALLQFSFMVITGGPGTGKTTTVAKLLAL ICGEDNENLP
NTDB id 39060 NLA RS05395 WP 013448919.1 WQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGTGSEGQRDAAALALLQSFMVITGGPGTGKTTTVAKLLALICGEDENLP 170
NTDB id 1134 OK783 RS03985 WP 010358120.1 WQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLALICGENENLP 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo

H
NIALAAPTGKAAAHMARALHRAS INGFDAPEATVRRHLLKLEGQTVHRLLKLRSPPKMQAAFDNHP I

V
R
YPLPFDVL IV I

VDEASMLDTALMLQ
NTDB id 39060 NLA RS05395 WP 013448919.1 NIALAAPTGKAAAHMARALHRAINGFDAPETVRRHLLKLEGQTVHRLLKLRPPKMQAAFNPVYPLPFDVLVIDEASMLDTALMLQ 255
NTDB id 1134 OK783 RS03985 WP 010358120.1 HIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVLIVDEASMLDTALMLQ 255
consensus *!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!! * !!!!!!!**!!!!!!!!!!!!!

logo LLKAVKTGAVRVI LLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC
NTDB id 39060 NLA RS05395 WP 013448919.1 LLKAVKTGVRVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLGGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC 340
NTDB id 1134 OK783 RS03985 WP 010358120.1 LLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC 340
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAVHKAYWQAVKDGNI EAAYAGI SDIVVLAAWRQDAEDFNEAYCRSHYVR
NTDB id 39060 NLA RS05395 WP 013448919.1 LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRVHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCRHVR 425
NTDB id 1134 OK783 RS03985 WP 010358120.1 LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCSYVR 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!

logo RKMNIPEHLAYFAGEP IMIRQNDYALELFNGDIGL IMEDVGRQGSLAAYFAPDATDGFKKVAVSCLPDEFEPAFALMTVHKSQGSEYRE
NTDB id 39060 NLA RS05395 WP 013448919.1 RKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFPDTDGFKKVAVSCLPDFEPAFALTVHKSQGSEYRE 510
NTDB id 1134 OK783 RS03985 WP 010358120.1 RKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYRE 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!

logo VWLLPPSSADAGPSSDDEAGDDALSGLSKREGLLYTAITRAREKFVFFGGEKEKATFCRQAAVANTVKAVRQTALGSMLEGRVFSQE
NTDB id 39060 NLA RS05395 WP 013448919.1 VWLLPSSAGSSDDADDALSGLSRGLLYTAITRAREKFVFFGGEEAFRQAAATVKARQTALGSMLGRVFSQE 581
NTDB id 1134 OK783 RS03985 WP 010358120.1 VWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQAVNTVKVRQTALGSMLERVFSQE 581
consensus !!!!!*! **!!**!!!!!!!!* !!!!!!!!!!!!!!!!!! !*!! !!! !!!!!!!!! !!!!!!
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