
logo ML
INRAVVLVGRLTKRDVPDELRTYTPSTNSGI

A
S
AVGASTFSTMLAVDNRTQYFTNQANQSGDERGEADF I SNCVTIWRRKAQSAENVFCANFLTSKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 390474 LA749 RS00040 WP 056969905.1 MINRAVLVGRLTRDPELRTTTSGISVASFTLAVDRQYTNAQGERGADFISCVIWRKAAENFCNFTSKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo

S
NYDENKQDQGQRVFYVTEVQVAVEDSNVFAQSFLLEPSKRKNTGTGRTGEAQSQRQSQGDNSGAGFSYNQTEPNFNNSGNQSVSGGNTGNQAYFPGSGTGPSSNNQSNQDQSSNPGNFGTGSNPNQQNTNDGQRNANRDNPAQSAGKKNDNSFKT

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS..GSGGYNE...GNSGGGQYFGGG....QNDNPFGGNQNNQRRNQGNSF 151
NTDB id 390474 LA749 RS00040 WP 056969905.1 SYDNKDGQRVYVTEVVVDNFALLESRKTREAQSQNGGFTPNNNGNVGTGNAPSTPSSNNSQSNGNTS.NNNDNNDSKKDK 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.NFNSNQSNG..........SQQSGFTSPQQTGNAPAANNT 149
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logo
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A
D
KDPFAGNDNSGDKQAPTIDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 NDDPFANDGKPIDISDDDLPF 172
NTDB id 390474 LA749 RS00040 WP 056969905.1 PKDPFAGSGDTIDISDDDLPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFANNGQAIDISDDDLPF 170
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X non conserved
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X ≥ 50% conserved


