
logo MFSFFRRKKKQETPALPEEAQI
VQETAAVKAVESEVAQIVEGNIKEDAVESLATESVKGRAVESAVETVSGAVEQVKETVAEMPSEAEGEAAEKR

NTDB id 39047 NLA RS00095 WP 013448171.1 MFSFFRRKKKQETPAPEEAQIQETAVKAESEVAQIVENIKEDAESLTESVKGRVESAVETVSGAVEQVKETVAEMPSEAEEAAEK 85
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus !!!!!!!!!!!!!!!*!!!!*!!!! ! !!!!!!!! !!!!! !!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!*

logo

A
V
AEQVEAAKEAVAETVSGAVEQVKEAVAAMPSEAVEKAAECVESAKEAVVETVSKAVEQVQETVAAMPSEAGEAAEKAAEQVEASA

NTDB id 39047 NLA RS00095 WP 013448171.1 AAEQVEAAKEAVAETVSGAVEQVKEAVAAMPSEAVEKAAECVESAKEAVVETVSKAVEQVQETVAAMPSEAGEAAEKAAEQVEAA 170
NTDB id 1118 NGFG RS11455 WP 003696286.1 V.................................................................................ESA 89
consensus *********************************************************************************! !

logo KEAVAETVGSEAVEGQVQEAVAQEAVATTEEHKLGSWAARLKQGLATKSRDKMAKSLAGVFGGGQIDGEDLYEELETVL ITGDMGMEATEY
NTDB id 39047 NLA RS00095 WP 013448171.1 KEAVAETVSEAVEQVQEAVAEAVATTEEHKLSWAARLKQGLTKSRDKMAKSLAGVFGGGQIDEDLYEELETVLITGDMGMEATEY 255
NTDB id 1118 NGFG RS11455 WP 003696286.1 KEAVAETVGEAVGQV....QEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEY 170
consensus !!!!!!!! !!! !!**** !!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo LMKDVRGNRVSLKGLKDGNELRGALKDEALYDL IKPLEKPLVLPETKEPFVIMLAGINGAGKTTS IGKLAKYFQAQGKSVLLAAGDT
NTDB id 39047 NLA RS00095 WP 013448171.1 LMKDVRNRVSLKGLKDGNELRGALKDALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDT 340
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDT 255
consensus !!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FRAAAREQLQAWGEGRNNVTVI SQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAI
MPDGAPHE I IV

NTDB id 39047 NLA RS00095 WP 013448171.1 FRAAAREQLQAWGERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAMPDAPHEIIV 425
NTDB id 1118 NGFG RS11455 WP 003696286.1 FRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIV 340
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!

logo VLDANIGQNAVNQVKAFDDALGLTGL IVTKLDGTAKGGI LAALASDRP I
VPVRYIGVGEGIDDLRPFDARAF IVDALLD

NTDB id 39047 NLA RS00095 WP 013448171.1 VLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPIPVRYIGVGEGIDDLRPFDARAFIDALLD 502
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!!!!
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