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VRIS AT kTS el EARL

MJAN V L GRLTESYPEL NT)EN{eJ\ VAyg3T
BQUNKI LIGRLTRFAPE EKTpN KSERURYT AVNRR K

U LI90EAR

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWG LAE LASYATKGSLISVDGELRTR
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR
MYNKVILIGRL\ TPE WYKTIQSDKSVEIRWMT AVNRR KNIQ GE ADFVNYVLWGRLAET ASY KGSLIS DGELRTR
MYNKVILIGRLY| TPE NKTIBWKSVHMRYT AVNRR KBQ GE ADFVNYVLWGRLAET ASY KGSLIS DGELRTR]

MYNKVILIGRLT J\PE (KT)gs] KSVy MT AVNRR KWQ GER ADFVNMVIIWG LAE LEUSYARKGSL S DGE RTR|
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e T |

N NQ [ENRV QAESVFP NGGESGSGGYNEGSGGGQYFGGGQANDNPFGGNQNNQRRNQGNSFNDDPFEEDNG

BAKNGQMNYVTEVLVTGFQLLESRAQRAMRE
BKNGQMNYVREVLVTGFQLLESRAQRAMRE
BAKNGQMNYVTEVLVTGFQLLESRAQRAMRE
AKNGQMNYVTEVLVTGFQLLESRAQRAMRE
BAKNGOMNYVTEVLVTGFQLLESRAQRAMRE
AKNGQMNYVTEVLVTGFQLLESRAQRAMRE
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X non conserved
B similar
i >50% conserved
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