
logo MDTVKFFTKLLTKYVLLVFAL IVGVI FVYGLVFLTYLNYYGKEKPELVYTKIAQSSQQDAFNI SKRSQKEMDKQKTWAMV
NTDB id 390440 FSA28 RS05675 WP 002291175.1 MDTVKFFTKLLTKYVLLVFALIVGVIFVYGLVFLTYLNYYGKEKPELVYTKIAQSSQQDAFNISKRSQKEMDKQKTWAMV 80
NTDB id 373 SMU RS05275 WP 002262199.1 MDTVKFFTKLLTKYVLLVFALIVGVIFVYGLVFLTYLNYYGKEKPELVYTKIAQSSQQDAFNISKRSQKEMDKQKTWAMV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNQDGQIVQSYRLPQQLKRHYTNADMVKFSRWYLDDYPVFSYVRGQQI LVFGYPKKYSLAKFNFYLNTQF IKNFLHLGFV
NTDB id 390440 FSA28 RS05675 WP 002291175.1 LNQDGQIVQSYRLPQQLKRHYTNADMVKFSRWYLDDYPVFSYVRGQQILVFGYPKKYSLAKFNFYLNTQFIKNFLHLGFV 160
NTDB id 373 SMU RS05275 WP 002262199.1 LNQDGQIVQSYRLPQQLKRHYTNADMVKFSRWYLDDYPVFSYVRGQQILVFGYPKKYSLAKFNFYLNTQFIKNFLHLGFV 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FLGI I FLF I FVLFSHRSKLR IKKE I EP IVSALTFLSQGQSAALNEKGNFLSE IKTALNETSHI LEESNMMKEQWIRGVSHDL
NTDB id 390440 FSA28 RS05675 WP 002291175.1 FLGIIFLFIFVLFSRSKLRIKKEIEPIVSALTFLSQGQSAALNEKGNLSEIKTALNETSHILEESNMMKEQWIRGVSHDL 240
NTDB id 373 SMU RS05275 WP 002262199.1 FLGIIFLFIFVLFSHSKLRIKKEIEPIVSALTFLSQGQSAALNEKGNFSEIKTALNETSHILEESNMMKEQWIRGVSHDL 240
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RNPLML I SGYTSQLEQQYGHGKQTEQI ENQIQNMKEMI SDNLNLSYLLDNQKCRHSKFSSLDLAVVLRSVIADI LNNYETVI
NTDB id 390440 FSA28 RS05675 WP 002291175.1 RNPLMLISGYTSQLEQQYGHGKQTEQIENQIQNMKEMISDLNLSYLLDNQKCHSKFSSLDLAVVLRSVIADILNNYETVI 320
NTDB id 373 SMU RS05275 WP 002262199.1 RNPLMLISGYTSQLEQQYGHGKQTEQIENQIQNMKEMISNLNLSYLLDNQKRHSKFSSLDLAVVLRSVIADILNNYETVI 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LHFDLPATEAVLVKGDNATLLERAFRNLLLNS IKRHSGSNQIDLTYQLFDNKVI I I IADKGTITAQKIVELNQKSTNYESHGM
NTDB id 390440 FSA28 RS05675 WP 002291175.1 LHFDLPAEAVLVKGNATLLERAFRNLLLNSIRHSGSNQIDLTYQLFDNKVIIIIADKGTITAQKIVELNQKSTNYESHGM 400
NTDB id 373 SMU RS05275 WP 002262199.1 LHFDLPTEAVLVKGDATLLERAFRNLLLNSIKHSGSNQIDLTYQLFDNKVIIIIADKGTITAQKIVELNQKSTNYESHGM 400
consensus !!!!!! !!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GTVITKQI IKLHQGETVFSDNHPGLKVTIVLPCVNTDGEF
NTDB id 390440 FSA28 RS05675 WP 002291175.1 GTVITKQIIKLHQGETVFSDNHPGLKVTIVLPCNG.. 435
NTDB id 373 SMU RS05275 WP 002262199.1 GTVITKQIIKLHQGETVFSDNHPGLKVTIVLPVTDEF 437
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* **
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