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NTDB id 390347 FSA40 RS01395 WP 002263523.1 400
NTDB id 358 SMU RS01425 WP 002263523.1 400
NTDB id 421 SGO RS10260 WP 012131060.1 DALASTILSIFLDVSMVEII VLFSQN ELFF#TLL P Y[\ IIFFMKPFEKMN TMEAN 356
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDING IETelsts
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFHTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE Tt

NTDB id 247 KZH43 RS00220 WP 000668290 .1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETREEEE
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE TS
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETEEEE
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE T
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NTDB id 390347 FSA40 RS01395 WP 002263523.1
NTDB id 358 SMU RS01425 WP 002263523.1 480
NTDB id 421 SGO RS10260 WP 012131060.1 Q 436
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nese(d]
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nje®ls

480

NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nese(d]
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T NE®ls
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Neise(d]
NTDB id 131 SP RS00255 WP 000668284.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nes(d]
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NTDB id 390347 FSA40 RS01395 WP 002263523.1 [ZER\NSEEHASIOHA) 560
NTDB id 358 SMU RS01425 WP 002263523.1 560
NTDB id 421 SGO RS10260 WP 012131060.1 516
NTDB id 511 SMSK321 RS10730 WP 000668322.1 516
NTDB id 483 SM12261 RS00275 WP 000668315.1 516
NTDB id 247 KZH43 RS00220 WP 000668290.1 516
NTDB id 206 SPD RS00235 WP 000668290.1 516
NTDB id 171 SPR RS00230 WP 000668290.1 516
NTDB id 131 SP RS00255 WP 000668284 .1 516
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NTDB id 390347 FSA40 RS01395 WP 002263523.1 [¢ARIeNIeXUMBWNVAL T AN N K(¢; T MR BNEN LIDKALRIYLPQQYVFG I NL LGAKEGT QEDI RA[E 640
NTDB id 358 SMU RS01425 WP 002263523.1 GEISGSGKTTLAKIIVNEFY PRRMGH 11 RIGR| LEQYIDKPWALREEGIIBYLPQQWYVFEG I ' NL LGAKEGT QEDI RA[§E 640
NTDB id 421 SGO RS10260 WP 012131060.1 G SGSGKTTLAKMMVEFYRAPRQG I[LGGVNLNQ DKRJALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE 596
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 483 SM12261 RS00275 WP 000668315.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE 596

NTDB id 247 KZH43 RS00220 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 206 SPD RS00235 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 171 SPR RS00230 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596

NTDB id 131 SP RS00255 WP 000668284.1 GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVEE
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NTDB id 390347 FSA40 RS01395 WP 002263523.1 AEIRSDIE@MMPREYQTELHSDGAGISGGQ QRIALARALLTMWAPVLILDEATSSLDILTEK I BFNL
NTDB id 358 SMU RS01425 WP 002263523.1 AETRSIDIENMPIYQTELRSDGAGISGGRQ QRIALARALLTMWAPVLILDEATSSLDILTEK I BNL
NTDB id 421 SGO RS10260 WP 012131060.1 LAEIR§DIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
NTDB id 483 SM12261 RS00275 WP 000668315.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 247 KZH43 RS00220 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 206 SPD RS00235 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 171 SPR RS00230 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 131 SP RS00255 WP 000668284.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
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NTDB id 390347 FSA40 RS01395 WP 002263523.1 760

NTDB id 358 SMU RS01425 WP 002263523.1 760

NTDB id 421 SGO RS10260 WP 012131060.1 Q 717

NTDB id 511 SMSK321 RS10730 WP 000668322.1 HRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717

NTDB id 483 SM12261 RS00275 WP 000668315.1  liANEENAEeAQAARSIe[eVaRAAAIN :INIRN el DTV ARAE] 717

NTDB id 247 KZH43 RS00220 WP 000668290.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717

NTDB id 206 SPD RS00235 WP 000668290.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS|E&V

NTDB id 171 SPR RS00230 WP 000668290.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717

NTDB id 131 SP RS00255 WP 000668284.1 HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
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