
logo MKLVKI IKDSNFKEPLLQIYTCRHIDKQTQRVIDF IQQRPNIVYGYKNKCRLEF IPLEKVIR I FTENKQVL IQTLPTDTYLAKQ
NTDB id 390336 FSA31 RS09485 WP 002284632.1 MKLKIIKDSNFKEPLLQIYTCHIDKQTQRVIDFIQQRPNIVYGYKNKRLEFIPLEKVIRIFTENKQVLIQTPTDTYLAKQ 80
NTDB id 366 SMU RS09505 WP 002262387.1 MKVKIIKDSNFKEPLLQIYTRHIDKQTQRVIDFIQQRPNIVYGYKNKCLEFIPLEKVIRIFTENKQVLIQTLTDTYLAKQ 80
consensus !!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo RLYFFEQELGTPF IR I SQGE I INIKYIKQLNLTIRGS I EVTFKNGTVSFVARRSLKRFKEQLNL
NTDB id 390336 FSA31 RS09485 WP 002284632.1 RLYFFEQELGTPFIRISQGEIINIKYIKQLNLTIRGSIEVTFKNGTVSFVARRSLKRFKEQLNL 144
NTDB id 366 SMU RS09505 WP 002262387.1 RLYFFEQELGTPFIRISQGEIINIKYIKQLNLTIRGSIEVTFKNGTVSFVARRSLKRFKEQLNL 144
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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