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NTDB id 390266 FSC11 RS13255 WP 163167370.1 ITELLDDRALIDDKVLNLLNWSAQYYQFPIGEVVQSALPTLLRQGKPYNLLARNWKLLD.DQAEAKVRRSERQQEAYKIL 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ISDLLDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQIL 155
consensus !**!!!* ***!* !! !! !!!!!!!!!!!!!*!*!!! !!!!!!! *! * !!* **!* !! **!! *!!*!! !!

logo KLHPAVGTTENTI
VLNLASGI

VETATLKALEQKKGR I
L
C
V
D
ECTVLEAPHQDFSPQSPVQLAQMPLTALNEPDEQKQHKAI

TQQYVLVKNAFKQHNKQYQAFLLDGL
NTDB id 390266 FSC11 RS13255 WP 163167370.1 KLHPVGTTETVLNLAGIETATLKALEKKRICECVLEAQDFSPQPVQLAQMPLTANPEQQHAIQQVLKFKNKYQAFLLDGL 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KLHPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGL 235
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logo TGSGKTEVYLHQIMEHEKVLKQGKQVLVLVPE IGLTPQTINSRFKQSRFHNCDHIALLHSGLNDSKRLQAWQAQAEQTGKAS I IVLGTRS
NTDB id 390266 FSC11 RS13255 WP 163167370.1 TGSGKTEVYLQIMEKVLKQGKQVLVLVPEIGLTPQTINRFQSRFHCHIALLHSGLNDSKRLQAWQAAETGKASIVLGTRS 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TGSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRS 315
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logo AIYTPLMPNRLGL I I LDEEHDLSFYKQQEGFRYHARDVALYRGHLQGQCPVLLGSATPS IDSTYAHLVAENTGKLMQTAVLEQLNQRAGHTAL
NTDB id 390266 FSC11 RS13255 WP 163167370.1 AIYTPMPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRGHLQQCPVLLGSATPSIDTYALVANGKMQVLELNQRAGTAL 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AIYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHAL 395
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NTDB id 390266 FSC11 RS13255 WP 163167370.1 MPKIHILDLKVAQKQHGISLHLIQEIRKRLEKKEQVLVFLNRRGYAPVLICDSCGWQAQCPNCDANFTVHRQPYQHLHCH 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPKMHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCH 475
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logo HCGTLVHRLMPDHCPSESCNQHQKTESLKTLGAMGTAGKVEEHQLNQELFPDHDEVIRVDRDSTSRVGSWQKIYDKR IQKQNSEKPAS I LLGTQMLAK
NTDB id 390266 FSC11 RS13255 WP 163167370.1 HCGTLHRMPDHCSSCNHTELKTLGMGTGKVEEQLNELFPDHEVIRVDRDSTSRVGSWQKIYDKIQKSEPAILLGTQMLAK 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HCGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAK 555
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logo GHHFPHYVTLVAI LDIDASGLLSVDFIRAPTERTAQL IVQVAGRAGRGEHKGDHVYLQTLRPDHAPLLNTTL IVETDKDNYRAFVAKQTLAEEQ
NTDB id 390266 FSC11 RS13255 WP 163167370.1 GHHFPYVTLVAILDIDSGLLSVDFRATERTAQLIVQVAGRAGRGEHKGDVYLQTLRPDHALLNTLVTDNYRAFAKQTLEQ 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GHHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAE 635
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NTDB id 390266 FSC11 RS13255 WP 163167370.1 RQIARMPPYRYAVMIRCESRDQALNTEFLQKHAAFLRQYQDLQLEIWGPIPAPMERKAGRYQSHMVLLSADRPRLHYYIR 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 RKVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLR 715
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NTDB id 390266 FSC11 RS13255 WP 163167370.1 AWWQAMLQD.KPSSMKLSLDVDPQELS 745
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QWWAQLVHAPRQHQLRLSIDVDPQEFS 742
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