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NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQE 80
NTDB id 390240 FSC11 RS01430 WP 026056744.1 MMSEQFDELGQEAVVVPKNKMTVEKFFQQFNTLDPNNYGSWPLAVKITCWVFIVFLVLMLAYFGLIRGKIESITQANAQE 80
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQE 80
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NTDB id 1056 ABD1 RS15860 WP 000076101.1 SNLLNEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP 160
NTDB id 390240 FSC11 RS01430 WP 026056744.1 QNLLNEFREKDSKLRNLQQYQQQLQDMEASFNQQLEQLPKETEIPGLVEDINLSGVNAGLKFKNIRLEPEVKQEFFIEQP 160
NTDB id 1012 ACIAD RS15185 WP 004923719.1 KNLLNEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQP 160
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logo IAS I EATGDYHAFGSAFVSSGIAGALSPR IVTMLHDFVTVIDETAGVKSTEPQANSKDEEKNKSTDIPEVLVNDYASTI
L
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VGASVADTDENQSTAGSENSQADSTAGTKTVQAPAANASTQSASTN
NTDB id 1056 ABD1 RS15860 WP 000076101.1 IAIEATGDYHAFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTN 240
NTDB id 390240 FSC11 RS01430 WP 026056744.1 ISIEATGDYHAFGSFVSGIAGLSRIVTLHDFTITGTENKEKKTDIPVVDYTLKAKTYRYVGSANSASADTTAANSQ.... 236
NTDB id 1012 ACIAD RS15185 WP 004923719.1 ISIEATGDYHAFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQANTS.... 235
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NTDB id 1056 ABD1 RS15860 WP 000076101.1 TTVQPK..... 246
NTDB id 390240 FSC11 RS01430 WP 026056744.1 .GAQ....... 239
NTDB id 1012 ACIAD RS15185 WP 004923719.1 .TTTPAQGGTP 245
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X non conserved

X similar

X ≥ 50% conserved


