
logo

MPHLP I
M
S
T
D
I
H
TPAKPSDTPSSVVYRVRVAVPVHLFYDCTFDYSTLSTAQAQYEQQRAEHVGASRVAI

VSFGRQNL IVGI
V IMTEKLVDPPDSETPSFLDTGSSTFKQLKAE

NTDB id 390183 FSC10 RS13490 WP 163172325.1 MPHLPISDHPASTPSVYRVRVAVPVHLFDCFDYSLSAAQYQQAEVGARVAVSFGRQNLVGVIMEKLPPDTPLDSSFKLKE 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 .....MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKA 75
consensus ******* *! * * !!!!!!!!!!!!*!*!!!*!* !!! !*!! !!!*!!!!!!!*!*! !!**! * *! !!

logo I STDELLDDEQRAP I
L
I
LDDEKQVLNSLLNTWSAQYYQFP IGEVMVQSTALPATLLRQGKPMYDNLVLAFHRLNWKI

L
L
T
D
P
CDNQAVEAKLLVKRRSEGKRQQDEAYKQI L
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NTDB id 390183 FSC10 RS13490 WP 163172325.1 KLHPVGTTETVLNLAGIETATLKALEKKGICECVLEPQDFSPQPVQLAQMPLTANPEQQHAIQQVLKFKNKYQAFLLDGL 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KLHPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGL 235
consensus !!!! !!!! *!!! !*!!!!!!!! !!!***! !!!*!!!! !!!!!!!!!! !**! *! ! !* * !!!!!!!!!

logo TGSGKTEVYLHQIMEHEKVLKQGKQVLVLVPE IGLTPQTI SRFKQSRFHNCDHIALLHSGLNDSKRLQAWQAQAEQTGKAS I IVLGTRS
NTDB id 390183 FSC10 RS13490 WP 163172325.1 TGSGKTEVYLQIMEKVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCHIALLHSGLNDSKRLQAWQAAETGKASIVLGTRS 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TGSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRS 315
consensus !!!!!!!!!!*!!* !!!!!!!!!!!!!!!!!!!!!!!!! !!!*!*!!!!!!!!!!!!!!!!!! ! !!!!!!*!!!!!

logo AIYTPLMPNRLGL I I LDEEHDLSFYKQQEGFRYHARDVALYRGHLQGQCPVLLGSATPS IDSTYAHLVAENTGKLMQTAVLEQLNQRAGHTAL
NTDB id 390183 FSC10 RS13490 WP 163172325.1 AIYTPMPNLGLIILDEEHDLSFKQQEGFRYHARDVALYRGHLQQCPVLLGSATPSIDTYALVANGKMQVLELNQRAGTAL 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AIYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHAL 395
consensus !!!!!*! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*!*!! !!* ! !!!!!!*!!

logo

L
MPKI

MHI
L
I
LDLKI

V
A
V
K
QKQHGI SQVHPL I EQEQIKRKNRTLAEKRKEQVL IVFLNRRGYAPVL IVCDESCGWQANQCPHNCDAHNFTLVHRTQPYQSHYLHCH

NTDB id 390183 FSC10 RS13490 WP 163172325.1 MPKIHILDLKVAQKQHGISVHLIQEIRKRLEKKEQVLVFLNRRGYAPVLICDSCGWQAQCPNCDANFTVHRQPYQHLHCH 479
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NTDB id 390183 FSC10 RS13490 WP 163172325.1 RQIARMPPYRYAVMIRCESRDQALNTEFLQKHAAFLRQYQDLQLEIWGPIPAPMERKAGRYQSHMVLLSADRPRLHYYVR 719
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NTDB id 390183 FSC10 RS13490 WP 163172325.1 AWWQAMLQD.KPSSMKLSLDVDPQELS 745
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QWWAQLVHAPRQHQLRLSIDVDPQEFS 742
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