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NTDB id 390168 FSC10 RS06065 WP 163171183.1 .........................MKKNGFTLVELLVAIAIFAVLSALGWQVFDHIRVTRDQNTLHEQKLNQLQQGYQQ 55
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ************************* * !!!!!!!!!!!!!!!!!! !!! *!!** !! ! !! *! !! *!!!

logo I LRDTLVQI
T
I
VPLSTANQVGNGDQI

L
H
QPALEVI

L
D
Q
D
N
G
Q
I
R
F
L
N
RFSKATGVTDPLEKQGI

L
A
SPDFER I

VEYQRYDRADEQKQKLVYRLKFYRTNLNQTSTGNRDEQPELS
NTDB id 390168 FSC10 RS06065 WP 163171183.1 ILRDTVQTVPLTANVNGDIQPALVLQDGRFNFSKTGVTDPLEQGIAPDERVEYQYRADEQKVYRLKFRNLNQTGRDQPES 135
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
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NTDB id 390168 FSC10 RS06065 WP 163171183.1 SILLSDVEQFQITVLNPNEITQWPESGLDLNRTENKQLLPKGIKINLTVQGVQYEWLFSLLNTDYLSNNTNNIGSS 211
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS... 233
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