
logo MKRNNQSHKGLVI LFI SARRIQLFGIS ILMAIGLTALVSAMYIASAMVLI FSMALMQPVAYALNSLKAADQANVADS IMLEITKSNLIVDKVVPALMANPQLIAPEGDNQRGVTRELIKDRLFVQMFDSNEKGPLVLPAKPQALQPRAQGSAFYTIQI
T
L
Q
E
K
N
QPAPSR I

L
A
I
VLDLFPIDGSKVTAGDQNMQSGKQI

L
A
G
P
K
SDKT

Q
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 390071 FSC05 RS01395 WP 163143400.1 MNNLFRQFSMGAVAMAVMQVANAQVSITNIVPMQIPGQGTEIRVMFNGLPP.QPAAYQLEQPSRLVLDFDKAQQSLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ******** ** ******************************!***** *! ******! !**!!****** * *

logo

A
K
S
L
N
S
K
T

R
K
I
E
P
S
T

L
I
V
S
T
Q
A
V
L
T
R
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
A
K
G
D
K
D
QRTASVRVALVITI

L
V
E
NLATDKETRDLTSASVGSAYFSTGTSRTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKVLIGNGNS ISTAKPSQSANTAGTDSLNASFKTVEANSTKAPLVKASPAPASAPTYVASVAEQSPVI

F
K
I
P
T
K
N
P
Q
Y
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....PV.......ATSAP...... 139
NTDB id 390071 FSC05 RS01395 WP 163143400.1 ASIPVATREASSVDVSSDAQRARLTVNLAEAGAFTTRVEGNTFILKINSTQAAAT.....PV.......AV.Q....... 137
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....PL.......PVVS....... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....PL.......PVVS....... 138
consensus *** * ***!****** ! !****! * ********!* ****** * **

logo

VPQN
A
P
T
Q
A
A
G
Q
K
P

R
H
Q
A
E
G
V
I
G
R
K
S
R
NIDGFRQGR I

G
A
S
E
E
K
Q
Q
G
G
EGNQRLVLVVIDVLAQLSDGPSTTGNLITSPPIVDI

VTQEQVQGGKSEKVI IRVLIVDNRTFAPILKNGI
N
T
Q
K
L
IPADLTANHLRMAVKRRYLDNTVKTSNDFHASTPVAQSFTISVINTDSMASQYAQNQEDSKGDSKGRKNVTVG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 390071 FSC05 RS01395 WP 163143400.1 .QTAQGISNIGFQRGAEGEGQVVIDLAGSNTPVDVQQQGSKIIVRTLGNKIPAHLARRLNVNDFATPVSTIDAQNDGGNG 216
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** **! !**!* ******!****!************! *!**!*** !!**!! **** *** *

logo

S
R
V
M
I
S
TI ELQPSATKSGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTVIDS IVLFKPRMLPVQTTADNEKDVENAI EPVRFLRQTKNRASPSLKRKLYADNKAKNTFPQASVNFYSTGENKRKLI SLNDFQNDIDSE I

VRSARVLQL ILADFTDNGLINLMVTVASADKTSVQG
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 390071 FSC05 RS01395 WP 163143400.1 VITIQSAGSYEYMAYQAENKLTISLKRPVDKN.PFKPRAAQSYTGKKISLDFQDIEVRRVLQLLADFTGINMVAADTVQG 295
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus ***!***!*!****!!************ * * * **!***!!*!!*!**!*!!!!*!!!!**!*!**!*!!!



logo

D
NITLHRLQNKNDI

VPWDQALDLIVI LTKTQKGNLDKRKRLKNGNVLMI LWVIDATPAKVDSASE I
M
L
A
D
I
A
K
R
S
M
AEREDQEQELAEKSAI

V
Q
K
Q
A
T
Q
I
S
A
T
E
V
E
KLEAP I

LRQRSTDELYI LQVILKNYAKAGADI EMAGVKLFI
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 390071 FSC05 RS01395 WP 163143400.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAIAQSVKLAPLQTEYIQLNYAKAADIEKLI 375
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!**!!!!**!!!*********** !********** *!*!*****!***!!!!*!! !*

logo

Q
K
T
E
S
D
Q
V
K
G
T
Q
R
S

S
N
D
N
S
K
G
S
G
T
N
Q
G
S
E
L
N
G
N
S
Q

H
N
S
T
N
SGGGTSNTNSNTSNGSLSTNANTNTGI

V
E
DPSLGDNNSVGTSKLELGSGDPRGSKTVITSLQVDAPDRTNSTI

L
W
I
A
I
Y
Q
N
Q
D
P
T
Q
S
G
A
E
T
Q
R
S
K
L
I EDEQLVIRGREKI

L
M
V
I
S
K
D
Q
LLDVIQPVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSNTN.........GSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 390071 FSC05 RS01395 WP 163143400.1 TEGRNSKNSNNNS......NNNSSTNNIDPLGDSVGSLLSPRGTVSVDPRTNTLIINDTAQKIDQIRGMIDLLDVQVKQV 449
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus * * * * ** ** *******!!****! !!!**************!*****!!**!*!!

logo

L
MVI EARVIVERVANSTVKTEGDSYFADTSQKSDE I

M
LGI

V
R
KWGGVIASLYRSHPQKTGGHI LNTQWSNSGGTYLGEKGDANGSNHENI

L
G
A
L
I
R
V
K
G
D
T
G
E
A
S
D
P
ETTLWDGNMLNRCNTEAGPDEPKSIKANDEGSTCTTGFIGPYAKTTNYDGVTTVIQSPEKLRSEPPRDSRNPLFNLVDLAGAVAEKTVS

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAP..................ANVVPLERRLNLDLAAA 496
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAP..................ANVVPLERRLNLDLAAV 496
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDED....GMNCGPIAGSCTFPTTGTSKSPSPFVDLGAK 526
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQ.....NSNLLVGGSETTLWNLRNPDSNG.....TYTIERPDNLNVDLGVT 518
NTDB id 390071 FSC05 RS01395 WP 163143400.1 MVEARVVRASTEFAKEMGVKWGILSQGITN.....NNHLLVGGSDTTLWDLRTAEIDGTTGIPTYDIQRPDNLNVDLGVE 524
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITN.....NNNLLVGGSETTLWNLREPKKDETTGGYKYTIERPDNLNVDLGVS 531
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITN.....NNNLLVGGSETTLWNLREPKKDETTGGYKYTIERPDNLNVDLGVS 531
consensus **!!!*!**** *****!**!!****** * ************** ** * * * *******!!**

logo

PLTGADN
T
T
A
P
G
A
T
S
A
S
V
G
R
G
S IGAI

L
F
A
G
F
K
L
L
I STLMNDSNDI

F
I
L
MLDLQELSAMLEQKSATEDGNRYAGE I

L
V
V
I SQSTPRKLVLVIMS

T
S
T
A
N
D
Q
K
E

Q
A
K
TATVKI

V
L
A
E
K
S
TGLSVEQQE I

VPYQESATESTGNSSAGANGTASTASATVTEASFK
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFK 572
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFK 572
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....DA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFK 596
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....TTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFK 593
NTDB id 390071 FSC05 RS01395 WP 163143400.1 .....NA.AGRIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQKATVESGLEVPYQSTEGSGANATATTEFK 598
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFK 605
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....NP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFK 605
consensus * * !***********!!!*!!!****!**!**!*!******** !** *! **!!!*** !*! *****!!



logo

E
K
D
V
A
A
L
VLKSLDEKNVTPNQS ITPDNGRKVI ILQVMEKDVLKNQDVIATNSNSQKDATS IVPDNSASYPGQNVYAQMATLQFPMLNGVEAYLPPYAI IL INTKKNRTNELVIQNATKNI

V
V
LVEDNDNGQETI

V
I
V
I
LGGI

V
Y
F
S
K
E
N

Q
D
E
T
Q
K
T
L
S
M
N
K
N
A
Q
V
S
I
V
Q
E
N
T
R
K
I
VPFLFGED

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGE 651
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGE 651
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGE 676
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGD 672
NTDB id 390071 FSC05 RS01395 WP 163143400.1 DVVLKLDVTPSITPDGKVQMDLDISSDSIAG.VTPMGEYYLNKNRLNTNVVVENGETVVLGGIFEQETLNQQTKVPFLGD 677
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGD 684
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGD 684
consensus ***!*! !!!*!!!!******* ** !** *!* **** ******!**!*!***!!****** * ****!!*!*

logo

I
LPYVLVGI

RLFKSRRNKTRDAITQVVIKTSELDANRDKNKRENQELLVI FLIVTPR IMIVTNNDQSATAIVL IVASAGIR I
T
N
G
T
H
R
I EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 390071 FSC05 RS01395 WP 163143400.1 IPYLGRLFRKDIKSDNKRELLIFVTPRIVNDSVSRNH.......... 714
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus *!**!*!!*** *** **!!!*!*!!!!***** **

X non conserved

X similar

X ≥ 50% conserved


