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NTDB id 390059 FSC02 RS13690 WP 163170428.1 MRVGNHENGFTLIELMIVVAVIAILAAIAMPSYTSYKVRANRVEVQTELMQLAQRLQSYKAMNHSYRNA.TLASIGGSGT 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 ...MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAAS 76
NTDB id 1062 ABD1 RS15720 WP 000788345.1 .....MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNV 75
consensus ***!!!!!!*!!!!!*!*!!!!!! !!! *!*****!**!!*!*****! !*!*!**!* ! ** **********
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NTDB id 390059 FSC02 RS13690 WP 163170428.1 FPSH.QALYNIDLVIDASNQAYVLSALPTSTGAQKGNGGLSLDQTGRQCWFKGKDSPVATDTCSTWSDK 147
NTDB id 1007 ACIAD RS15000 WP 004923844.1 YPVTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATA.CSLSSNSTWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 SPLQGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATD.CALSASSSWTE. 141
consensus *!* * !*!** * ** ****!!*!*!**** !*!*!***!** !***! !*** ***** !*!***

X non conserved

X similar

X ≥ 50% conserved


