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NTDB id 38991 MPQ RS01195 WP 041361924.1 .MANPLNCLVVDDEHDIRELIVMTLTRMGLKADSAANLDDAKFMLRQKSYALCLTDMRLPDGNGLDLVRYINQHHAGLPVAVITA 84
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
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NTDB id 38991 MPQ RS01195 WP 041361924.1 YGSADNAVSALKAGAFDYITKPISLQQLRPLVQSALNLPNAAG.....NVSGPSLVGESTALQQIRATITKLSRNQAPVFISGEA 164
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
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NTDB id 38991 MPQ RS01195 WP 041361924.1 GTGKSLVARLIHQSSSRQSGAFITLDCSAIPEQQLEKEIFGDE.........DEPGALQKASGGTLFFKEIAALPLASQVRLLRA 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
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NTDB id 38991 MPQ RS01195 WP 041361924.1 IQDKSISIPGQRKEETIDVRIISASQRNLTAMMERGQFRQDLYYRLNVIALDLPALRDIPEDIAAISQYLLKRLCQSQKIDVPLI 325
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
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NTDB id 38991 MPQ RS01195 WP 041361924.1 ARETQQMLLQHYYPGNVRELETILERALTLHDGRSLQPTDLRLQTESKRVALE..................IEANGLPLPDYLES 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS................QEGAASLSEIDNLEDYLED 404
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLEN 425
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NTDB id 38991 MPQ RS01195 WP 041361924.1 IEKQAILNALERTGHNKTAAAKLLGVSFRTLRYRLSKLGLGKDSDGDDDED 443
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.......... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV... 473
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