
logo MS
QDI

L
A
S
I
M

L
A
E
V
L
YFVYIQFYLQSTNYLPFTWALVFLPVWYLPIVFTALAVTAI

V
L
F
L
V

S
GLCIL IVGSFLNVVIYRVTLPMRVKI

MMELSQRGDEWKTQRAERVQFEACKSAQAVEMHYLSFLSPNDLEPEYCGKKI ETAPPEALQNTPDSIDKI ESDPEKLSHAGRERTKFLNTLLMNSVLKPDARSACTSCQP
NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDLS...VLSPFAV.PLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNL.....PLTDDESRTFNLMKPDSCCP 71
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNP.....EQPIIDHERLTLNKPASSCP 75
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNP.....EQPIIDHEKLTLSKPASSCP 75
NTDB id 389758 FR932 RS19275 WP 019442599.1 MQDLALLFQLTPWLLWLTVALLGLLVGSFLNVVIYRLPMMMESEWKEECSVYFSDECKTAEANSKSLAKFNLLLPRSACP 80
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITP.....PEGKLTLSLPRSTCP 71
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEP.....PKETLTLSVPRSSCQ 71
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NTDB id 1111 NGFG RS09220 WP 003689814.1 KCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQ 151
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQ 155
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQ 155
NTDB id 389758 FR932 RS19275 WP 019442599.1 KCEHQITALENIPVISWLILRGKCSSCANPISARYPSIELLTGLLSLVVALYIPYGIQLAGALILTWTLVALTFIDIDKM 160
NTDB id 1170 A1552VC RS11080 WP 000418747.1 HCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTL 151
NTDB id 1403 DSB67 RS12675 WP 010643256.1 QCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTM 151
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NTDB id 1111 NGFG RS09220 WP 003689814.1 YLPDSMTLPLIWLGLIFNLDG.GFVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVL 230
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LLPDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLI 234
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LLPDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLI 234
NTDB id 389758 FR932 RS19275 WP 019442599.1 LLPDQITLPLVWLGLFLNV.NYAWVTPSDAIIGAIVGYLSLWSVYWGFKLLTGKEGMGYGDFKLLAAFGAWFGWQSILAI 239
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVI 231
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMI 231
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NTDB id 1111 NGFG RS09220 WP 003689814.1 IFVSSLIGLVAAIV....MRVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 VLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 VLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 389758 FR932 RS19275 WP 019442599.1 VLLSSFAGAIIGISQIALKKHTQGNPIPFGPYLAIAGWLYLIWGDQI...VDFYLINFIY... 296
NTDB id 1170 A1552VC RS11080 WP 000418747.1 VLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
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