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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 389757 FR932 RS18815 WP 019440675.1 MASRGVNKVIILGNLGNDPEIRSFPNGGAVANLTIATSESWRDKQTGEQREKTEWHRVAVFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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YGQPSQEQAPAYAKQAQRHPAQPQMQSQQGRG
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSG.....GA.........PYEEGYGQSQEAYQRPAQQSR. 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSG.....GA.........PYDEGYGQSQEAYQRPAQQSR. 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYN................QGG 138
NTDB id 389757 FR932 RS18815 WP 019440675.1 EGALQTRKWQDQNGQDRYTTEVVVQGFNGVMQMIGARQGGQQQQQQGGGGYNQQPQQQNQNAGWGQPQQPAAAPQQQQGG 160
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG..M....NVPAQQGSWGQPQQPAKQHQPMQQ. 153
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 .......QPASDAP.....SHPQEAPAAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .......QPAPDAP.....SHPQEAPAAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YSDNYAQNN........NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 389757 FR932 RS18815 WP 019440675.1 YNQQPQQAPQQQAPQQQSYAPQQQAPAAAPQAPQQGFNEPSADFDDDIPF 210
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..........................SAPQQYSQPQYNEPPMDFDDDIPF 177
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