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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNYENQ 85
NTDB id 38974 LDBND RS00040 WP 003616385.1 MINNVVLVGRLTRDPELRTTGSGISVATFTLAVDRQFTNASGQREADFISCVIWRKAAENFCNFTSKGSLVGIQGRIQTRNYDNK 85
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNYENQ 85
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NTDB id 113 BSU 40900 NP 391970.1 QGQRVFVTEVQAESVQFLEPKNGGGSG.............SGGYNEGNSGGGQYFGGGQNDNPFGGNQ...........NNQRRN 146
NTDB id 38974 LDBND RS00040 WP 003616385.1 DGQRVYVTEVLVDNFSLLESRRERESRQQNGGFGGQGQSQNTGFNTGFGGGSGYA....NDNAFGSPAQSNGPANAGFNEDNKKD 166
NTDB id 624 LCA RS00040 WP 011373726.1 QGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQ........SNGS.......QQSGFTSPQQT...........GNAP 144
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NTDB id 113 BSU 40900 NP 391970.1 QGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 38974 LDBND RS00040 WP 003616385.1 AGGDTNTNPFDSSDDAINVSNDDLPF 192
NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQADPFANNGQAIDISDDDLPF 170
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