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NTDB id 38971 RBRH RS11015 WP 013436351.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVATAIAQNPLLENENDWIASPLRVAADGSLVPSQSSALPTGMAEAPAPV 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTESPPPA 85
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! !!*!* ** !**!!!!* * !!! ** * ! !*!
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NTDB id 38971 RBRH RS11015 WP 013436351.1 PSGVNGERAQSAEPAAVDEYDGMSSDSGTDTASWNLDDYVRPGGASDDDDMPPLQLHESTVSLREHLSTQLRLTQASPRDRALVT 170
NTDB id 1425 RS RS02020 WP 011000369.1 ANGAD...HADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPRDKGLVI 166
consensus * ! **** *! * !! !!* ! !!!* !** *!!*!! *!*!!*! ** !!*! !! * !!!!**!!

logo FL I ESLDDDEGYLSTAGSCLDE I LADLPAELEVDEALDELNQAALARLMLHQSFDPAGI
VGARSAASECLKTLQLLQRLDEPSPSAATKRPTLALETIVNSNQHYLELL

NTDB id 38971 RBRH RS11015 WP 013436351.1 FLIESLDDDGYLSASCDEILADLPAELEVDADELNAALALLHSFDPAGVGARSASECLKLQLLRLEPSATRTLALEIVSNYLELL 255
NTDB id 1425 RS RS02020 WP 011000369.1 FLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP.AKPLALTIVNQHLELL 250
consensus !!!!!!!!*!!!**!*!!!!!!!!!!!!!* !!!*!!! *!*!!!!!!*!!!!! !!! !!! !!**** **!!! !! **!!!!

logo AARDFYTRLKRKAHLKSAVDSDDGAELKRADAHAEL IRSLAEPFPGAHAFYGKRAEADFYVVPDI
V
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VNDHLMYANQI LRSNSRG
NTDB id 38971 RBRH RS11015 WP 013436351.1 AARDFTRLRKHLKASDDALRDAHALIRSLEPFPGAAYGKAEADYVVPDIIVKKTSQGWQAELNPEVVPRLRVNHLYANILRSNRG 340
NTDB id 1425 RS RS02020 WP 011000369.1 AARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRG 335
consensus !!!!*!!!*!*! ! !* !! !!!!! !!!!*!*!*!!!!*!!!!**!*!! !! ! !!!*!*!!!!*!**!!*!!!! !!
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VSRVTTGNKYMALTPFMGTFL
NTDB id 38971 RBRH RS11015 WP 013436351.1 DPSSGSLRQQLQEARWLIKNIQQRFDTILRVAQAIVERQRSFFAHGEIAMRPLVLREIADTLGLHESTVSRVTTGKYMLTPFGTL 425
NTDB id 1425 RS RS02020 WP 011000369.1 ESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTF 420
consensus ** * ! ! !!!!!!!!!!!!!!!!!!!!! !!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!! !! !!

logo EFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPKNSPLSDSR IAELLAGEQGFVVARRTVAKYREALKIPAVNSLMRKSL
NTDB id 38971 RBRH RS11015 WP 013436351.1 EFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDPKSPLSDSRIAELLAEQGFVVARRTVAKYREALKIPAVSMRKSL 504
NTDB id 1425 RS RS02020 WP 011000369.1 ELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! *!!!!
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