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NTDB id 389464 F7D14 RS18540 WP 016921516.1 ....PMERAPAERGPAPAASGGRLSDQLDDDIPF 173
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRR..QPVPAAAPVEDIDDDIPF 174
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