
logo MKNKFLLI ILTLCPSALLASTLSASFFAADYTQYEKLPHSPEDESFKADKYFTKKQSNCSLQLVMLDKYFYYLINCYDYSNYLKGTKAI
VAYRKLKEVASDI

NLNKQGGEHQIKKRPKRFSE
NTDB id 389150 F6X58 RS05325 WP 139454016.1 MKNFLTLCALA.LSSFAYTQYELHPSFKDYF..KNCSLLMDKYYYINCYDYNYKGTKAIAYKLKASILNQGHIKKRPKFS 77
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
consensus !!****! *!**!****!!!!*****!**!!****!!***!!*!!*!!!!!**!!!!!*!!*!****!****!!!!!*!*

logo

E
DDTNIPKKYRTYTWESDYLKRNSGYTDRGHVTVLPSNQASMNRAKTPTQAQLRSTFLMSNITPQKNKPDQINAQER I

VWNKI EQKRERYQLVAKLSKNLKGESLEVL
NTDB id 389150 F6X58 RS05325 WP 139454016.1 EDTNIPKKYRTYWEDYLRSGYTRGHVVPNQSMNATPQAQLSTFLMSNITPQKKDINAEIWNKIEQRERYLAKKNKELEVL 157
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
consensus *!!!!!!!!!!*!*!!**!!!*!!!***!*!!**!*!!!*!!!!!!!!!!!***!!***!!!!!*!!!**! !***!!!!

logo NLVLNYDENKNPKQRIRKNQNIA IPSFSYI
T
VKI LKAGDEKNYFAKECYKQVPNNHEDNVFEADNREFNDI
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NTDB id 389150 F6X58 RS05325 WP 139454016.1 NLVLYDEKPKRIKNNIAIPSFYVKILKAKNYAECYKVPNNDNFARFDRNYFKENCKKYIKF 218
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENEN.LRIYKVKCDNF... 217
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDEN.IRKYKIDCDKI... 217
consensus !!!*!!**!*!!*!*!!!!!*!*!!!!**!**!!!*!!!**** ** ** *!* !***
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